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1 Reactive Peptides Mapped on Reference Sequence (B Con-
sensus)

These are the reactive peptides from the paper Identification of highly immunodominant regions
in HIV by comprehensive CTL screening of ethnically diverse populations, N Frahm et al., 2003,
mapped against the B-clade reference sequence.1 The B reference sequence is aligned against the
HXB2 sequence. The protein labeled Gag-Pol TF is the portion of the Pol polyprotein before the
start of Protease.

The peptides are labeled with the subject ID’s and HLA’s. We listed the most common HLA
molecules for this set, and color coded them on the map. If appropriate anchor residues were
present for these HLA molecules in the protein sequence, for the most common HLA molecules,
we color coded the potential epitope on an aligned set of sequences from the map. We just high-
lighting anchors with spacing for a 9-mer epitope, as the picture gets too busy otherwise.

1This is a synthetic sequence based upon the LANL B-consensus sequence.
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4 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Table 1: Most reactive HLA’s and binding motifs

HLA Reactions Motif Color

C07 1182 xxxxxxxx[YFL] red
A02 952 x[LM]xxxxxx[VL] violet
C04 593 x[YPF]xxxxxx[LFM] orange
B15 580 undef † cyan
B07 533 x[P]xxxxxx[LF] green
A23 491 undef † magenta
C06 430 x[A]xxxxxx[LIVY] blue
C03 424 x[A]xxxxxx[LM] forest
B44 415 x[E]xxxxxx[YF]
A33 365 xxxxxxxx[R]
A68 358
B35 335
A24 311
A01 295
B53 290
B58 286
C16 277
B57 270
B14 266
† This serotype does not have a well-defined binding

motif.
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1.1 p17 5

1.1 p17

Figure 1: p17 aa 1–100 (1/2)
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MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEARef_B

---------------------------------------------------------------------------------------------I------HXB2R
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAA02
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAB07
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC03
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC04
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC06
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC07

AAA(A11,A68,B51,B57,C01,C12) AAA(A11,A68,B51,B57,C01,C12) AAA(A11,A68,B51,B57,C01,C12) L8.154

F7.06(C06,C1602) CTR.10(A11,A25,B08,B27,C02,C07) F7.63(A24,A30,B15,B18,C01,C07) L8.45(A02,A68,B15,B44,C05,C14)

F7.24(A02,A11,B38,B44,C12,C1601) F7.17(A01,A74,B15,B53,C02,C04) F7.78

F7.54 F7.23(A23,A30,B42,B57,C17,C17) FL-REF(A0301,A24,B07,B15,C01,C07)

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.25(A02,A31,B08,B51,C03,C07) L8.116(A02,A26,B08,B40,C03,C07)

L8.09(A29,A74,B15,B44,C02,C1601) F7.50(A26,A68,B15,B38,C01,C12) AAA(A11,A68,B51,B57,C01,C12)

L8.134(A01,A03,B08,B5801,C07,C07) F7.54 CR.0007t

L8.139 F7.65(A24,A66,B35,B39,C04,C12) F7.19(A01,A02,B51,B57,C07,C1601)

L8.152 F7.66(A24,A30,B15,B42,C03,C17) F7.23(A23,A30,B42,B57,C17,C17)

AAA(A11,A68,B51,B57,C01,C12) AAA(A11,A68,B51,B57,C01,C12) F7.24(A02,A11,B38,B44,C12,C1601)

F7.06(C06,C1602) CR.0007t F7.26(A02,A23,B4501,B4901,C06,C07)

F7.65(A24,A66,B35,B39,C04,C12) CTR.10(A11,A25,B08,B27,C02,C07) F7.33(A02,A30,B35,B35,C04,C04)

F7.81 F7.06(C06,C1602) F7.36(A02,A24,B0720,B44,C05,C07)

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.09(A02,A32,B07,B07,C07,C07) F7.52(A30,A68,B07,B1401,C07,C08)

L8.116(A02,A26,B08,B40,C03,C07) F7.17(A01,A74,B15,B53,C02,C04) F7.54

L8.134(A01,A03,B08,B5801,C07,C07) F7.65(A24,A66,B35,B39,C04,C12) F7.66(A24,A30,B15,B42,C03,C17)

L8.154 F7.77 F7.68(A02,A02,B15,B53,C03,C04)

L8.24(A11,A66,B1401,B14,C08,C08) FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.78

L8.29(A02,A33,B35,B57,C04,C07) L8.113(A02,A23,B44,B58,C04,C06) F7.81

L8.45(A02,A68,B15,B44,C05,C14) L8.154 L8.05(A2,A24,B07,B44,C05,C0702)

L8.61(A02,A02,B40,B44) L8.156 L8.09(A29,A74,B15,B44,C02,C1601)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.19(A02,A23,B45,B45,C06,C06) L8.113(A02,A23,B44,B58,C04,C06)

F7.05(A01,A23,B08,B15,C02,C07) F7.09(A02,A32,B07,B07,C07,C07) CTR.10(A11,A25,B08,B27,C02,C07)

F7.06(C06,C1602) L8.27(A02,A33,B07,B44,C03,C1505) F7.06(C06,C1602)

F7.09(A02,A32,B07,B07,C07,C07) L8.117

F7.10(A03,A36,B35,B44,C04,C05) L8.13(A02,A26,B35,B51,C12,C1502)

F7.14(A23,A74,B08,B14,C07,C08) L8.134(A01,A03,B08,B5801,C07,C07)

F7.26(A02,A23,B4501,B4901,C06,C07) L8.151

F7.42(A03,A31,B44,B57,C07,C16) L8.154

F7.50(A26,A68,B15,B38,C01,C12) L8.19(A02,A23,B45,B45,C06,C06)

F7.54 L8.27(A02,A33,B07,B44,C03,C1505)

F7.65(A24,A66,B35,B39,C04,C12) L8.29(A02,A33,B35,B57,C04,C07)

F7.66(A24,A30,B15,B42,C03,C17) L8.34(A01,A02,B44,B51,C07,C1601)

F7.68(A02,A02,B15,B53,C03,C04) L8.42(A02,A33,B58,B82,C03,C07)

F7.69(A68,A74,B50,B58,C06,C06) L8.45(A02,A68,B15,B44,C05,C14)

FL-REF(A0301,A24,B07,B15,C01,C07) L8.57(A23,A24,B15,B40,C02,C03)

L8.116(A02,A26,B08,B40,C03,C07) L8.61(A02,A02,B40,B44)

L8.122(A29,A68,B44,B58,C06,C1601) M1.34(A02,A11,B35,B44,C04,C05)

L8.127 MDL.AC81(A2,A74,B51,B53,C04,C14)

L8.134(A01,A03,B08,B5801,C07,C07) VC.911.206(A02,A0202,B18,B39,C05,C12)

L8.138 F7.09(A02,A32,B07,B07,C07,C07)

L8.154 F7.20(A23,A68,B15,B42,C02,C17)

L8.19(A02,A23,B45,B45,C06,C06) F7.23(A23,A30,B42,B57,C17,C17)

L8.59(A01,A68,B08,B57,C07,C18) F7.24(A02,A11,B38,B44,C12,C1601)

L8.73(A01,A68,B15,B58,C03,C06) F7.25(A02,A31,B08,B51,C03,C07)

L8.99(A24,A26,B51,B58,C06,C15) F7.33(A02,A30,B35,B35,C04,C04)

PR.LS.14(A02,A03,B07,B44,C05,C07) F7.40

CN.641.114(A23,A3402,B44,B57) F7.52(A30,A68,B07,B1401,C07,C08)

CTR.11(A02,A25,B27,B37,C03,C06) F7.54

F7.14(A23,A74,B08,B14,C07,C08) F7.55

F7.20(A23,A68,B15,B42,C02,C17) F7.64(A02,A02,B47,B51,C02,C07)

F7.25(A02,A31,B08,B51,C03,C07) F7.68(A02,A02,B15,B53,C03,C04)

F7.50(A26,A68,B15,B38,C01,C12) FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.54 L8.05(A2,A24,B07,B44,C05,C0702)

F7.55 L8.113(A02,A23,B44,B58,C04,C06)

F7.66(A24,A30,B15,B42,C03,C17) L8.117

F7.88 L8.13(A02,A26,B35,B51,C12,C1502)

L8.09(A29,A74,B15,B44,C02,C1601) L8.15(A02,A30,B15,B41,C03,C06)
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6 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 2: p17 aa 1–100 (2/2)
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MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEARef_B

---------------------------------------------------------------------------------------------I------HXB2R
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAA02
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAB07
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC03
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC04
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC06
MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSLQTGSEELRSLYNTVATLYCVHQRIEVKDTKEAC07

L8.113(A02,A23,B44,B58,C04,C06) L8.154

L8.127 L8.19(A02,A23,B45,B45,C06,C06)

L8.138 L8.23(A23,A32,B18,B8101,C07,C08)

L8.153 L8.25(A02,A33,B07,B45,C1505,C1601)

L8.23(A23,A32,B18,B8101,C07,C08) L8.27(A02,A33,B07,B44,C03,C1505)

L8.35(A24,A24,B0720,B40,C03,C0702) L8.29(A02,A33,B35,B57,C04,C07)

L8.57(A23,A24,B15,B40,C02,C03) L8.32

L8.59(A01,A68,B08,B57,C07,C18) L8.34(A01,A02,B44,B51,C07,C1601)

L8.96 L8.42(A02,A33,B58,B82,C03,C07)

RR.610.121(A23,A68,B15,B45,C03,C08) L8.44(A02,A74,B07,B15)

F7.68(A02,A02,B15,B53,C03,C04) L8.45(A02,A68,B15,B44,C05,C14)

F7.74(A23,A33,B45,B53,C04,C16) L8.62(A02,A03,B35,B4901,C07,C1601)

F7.78 L8.73(A01,A68,B15,B58,C03,C06)

F7.88 M1.34(A02,A11,B35,B44,C04,C05)

L8.116(A02,A26,B08,B40,C03,C07) MDL.AC81(A2,A74,B51,B53,C04,C14)

L8.119 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.127 PR.LS.16

L8.138 VC.911.206(A02,A0202,B18,B39,C05,C12)

L8.152 F7.80

L8.156 L8.128

L8.23(A23,A32,B18,B8101,C07,C08) L8.138

L8.29(A02,A33,B35,B57,C04,C07) L8.154

L8.32 L8.24(A11,A66,B1401,B14,C08,C08)

L8.52(A31,A68,B53,B57,C04,C07) L8.32

L8.77(A01,A29,B41,B53,C04,C07) L8.98(A33,A68,B15,B53,C03,C04)

L8.96 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.37(A29,A32,B07,B44,C0702,C1601) PR.LS.16

L8.42(A02,A33,B58,B82,C03,C07)

L8.45(A02,A68,B15,B44,C05,C14)

L8.57(A23,A24,B15,B40,C02,C03)

L8.79(A02,A32,B15,B44,C05,C07)

L8.96

MS.01.4760i(A25,A32,B08,B14,C07,C08)

AAA(A11,A68,B51,B57,C01,C12)

F7.06(C06,C1602)

F7.17(A01,A74,B15,B53,C02,C04)

F7.26(A02,A23,B4501,B4901,C06,C07)

F7.54

F7.65(A24,A66,B35,B39,C04,C12)

L8.113(A02,A23,B44,B58,C04,C06)

L8.154

L8.19(A02,A23,B45,B45,C06,C06)

L8.21(A23,A33,B07,B53,C04,C07)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.42(A02,A33,B58,B82,C03,C07)

L8.45(A02,A68,B15,B44,C05,C14)

L8.57(A23,A24,B15,B40,C02,C03)

L8.96
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Figure 3: p17 aa 101–132 (1/1)

110 120 130

LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYRef_B

-D---------------------H-N------HXB2R
LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYA02
LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYB07
LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYC03
LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYC04
LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYC06
LEKIEEEQNKSKKKAQQAAADTGNSSQVSQNYC07

F7.80 CTR.10(A11,A25,B08,B27,C02,C07)

L8.128 FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.138 L8.154

L8.154 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.24(A11,A66,B1401,B14,C08,C08) CTR.10(A11,A25,B08,B27,C02,C07)

L8.32 FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.98(A33,A68,B15,B53,C03,C04)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

PR.LS.16

L8.154

L8.45(A02,A68,B15,B44,C05,C14)

F7.23(A23,A30,B42,B57,C17,C17)

L8.113(A02,A23,B44,B58,C04,C06)

L8.27(A02,A33,B07,B44,C03,C1505)

CR.0007t

CTR.10(A11,A25,B08,B27,C02,C07)

F7.14(A23,A74,B08,B14,C07,C08)

L8.116(A02,A26,B08,B40,C03,C07)

L8.19(A02,A23,B45,B45,C06,C06)
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8 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.2 p24

Figure 4: p24 aa 1–100 (1/2)

10 20 30 40 50 60 70 80 90 100

PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRRef_B

-----I----------------------------------------------------------------------------V-----------------HXB2R
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRA02
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRB07
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC03
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC04
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC06
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC07

CTR.10(A11,A25,B08,B27,C02,C07) F7.05(A01,A23,B08,B15,C02,C07) CN.641.114(A23,A3402,B44,B57) F7.09(A02,A32,B07,B07,C07,C07)

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.40 CS.520.604 F7.26(A02,A23,B4501,B4901,C06,C07)

L8.154 F7.49 DB.630.313(A01,A33,B14,B15,C02,C08) F7.30(A68,A74,B15,B50,C03,C06)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.06(A02,A6802,B07,B15,C02,C0702) F7.09(A02,A32,B07,B07,C07,C07) F7.33(A02,A30,B35,B35,C04,C04)

CTR.10(A11,A25,B08,B27,C02,C07) AAA(A11,A68,B51,B57,C01,C12) F7.24(A02,A11,B38,B44,C12,C1601) F7.06(C06,C1602)

FCH.2000-06(A11,A11,B14,B57,C06,C08) CN.641.114(A23,A3402,B44,B57) F7.50(A26,A68,B15,B38,C01,C12) F7.09(A02,A32,B07,B07,C07,C07)

F7.14(A23,A74,B08,B14,C07,C08) CN.641.114(A23,A3402,B44,B57) F7.24(A02,A11,B38,B44,C12,C1601) F7.65(A24,A66,B35,B39,C04,C12)

F7.17(A01,A74,B15,B53,C02,C04) CR.0007t F7.40 DB.630.313(A01,A33,B14,B15,C02,C08)

F7.20(A23,A68,B15,B42,C02,C17) EB.570.825(A0202,A03,B53,B57) F7.50(A26,A68,B15,B38,C01,C12) F7.06(C06,C1602)

F7.25(A02,A31,B08,B51,C03,C07) F7.06(C06,C1602) F7.65(A24,A66,B35,B39,C04,C12) F7.36(A02,A24,B0720,B44,C05,C07)

F7.74(A23,A33,B45,B53,C04,C16) F7.23(A23,A30,B42,B57,C17,C17) F7.77 L8.05(A2,A24,B07,B44,C05,C0702)

FL-REF(A0301,A24,B07,B15,C01,C07) F7.50(A26,A68,B15,B38,C01,C12) L8.107(A29,A68,B40,B52,C02,C15) L8.139

L8.01(A23,A26,B38,B42,C12,C17) F7.77 L8.116(A02,A26,B08,B40,C03,C07) L8.154

L8.141 F7.78 L8.138 L8.35(A24,A24,B0720,B40,C03,C0702)

L8.151 L8.01(A23,A26,B38,B42,C12,C17) L8.57(A23,A24,B15,B40,C02,C03) L8.96

L8.44(A02,A74,B07,B15) L8.117 L8.73(A01,A68,B15,B58,C03,C06)

L8.58(A26,A74,B37,B4901,C06,C07) L8.13(A02,A26,B35,B51,C12,C1502) RR.610.121(A23,A68,B15,B45,C03,C08)

AAA(A11,A68,B51,B57,C01,C12) CTR.10(A11,A25,B08,B27,C02,C07) AAA(A11,A68,B51,B57,C01,C12)

DS.680.224(A34,A74,B57,B57,C07,C08) DB.630.313(A01,A33,B14,B15,C02,C08) CTR.10(A11,A25,B08,B27,C02,C07)

F7.09(A02,A32,B07,B07,C07,C07) F7.06(C06,C1602) F7.26(A02,A23,B4501,B4901,C06,C07)

F7.17(A01,A74,B15,B53,C02,C04) F7.09(A02,A32,B07,B07,C07,C07) F7.50(A26,A68,B15,B38,C01,C12)

F7.19(A01,A02,B51,B57,C07,C1601) F7.20(A23,A68,B15,B42,C02,C17) F7.65(A24,A66,B35,B39,C04,C12)

F7.20(A23,A68,B15,B42,C02,C17) F7.23(A23,A30,B42,B57,C17,C17) F7.74(A23,A33,B45,B53,C04,C16)

F7.23(A23,A30,B42,B57,C17,C17) F7.24(A02,A11,B38,B44,C12,C1601) F7.77

F7.25(A02,A31,B08,B51,C03,C07) F7.35 F7.81

F7.42(A03,A31,B44,B57,C07,C16) F7.36(A02,A24,B0720,B44,C05,C07) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.62(A01,A02,B07,B3512,C04,C07) F7.55 L8.107(A29,A68,B40,B52,C02,C15)

F7.74(A23,A33,B45,B53,C04,C16) F7.65(A24,A66,B35,B39,C04,C12) L8.116(A02,A26,B08,B40,C03,C07)

F7.78 F7.81 L8.130

L8.10(A2,A30,B07,B78,C0702,C1601) FL-REF(A0301,A24,B07,B15,C01,C07) L8.134(A01,A03,B08,B5801,C07,C07)

L8.128 L8.01(A23,A26,B38,B42,C12,C17) L8.19(A02,A23,B45,B45,C06,C06)

L8.138 L8.05(A2,A24,B07,B44,C05,C0702) L8.27(A02,A33,B07,B44,C03,C1505)

L8.145 L8.10(A2,A30,B07,B78,C0702,C1601) L8.57(A23,A24,B15,B40,C02,C03)

L8.29(A02,A33,B35,B57,C04,C07) L8.117 L8.58(A26,A74,B37,B4901,C06,C07)

L8.58(A26,A74,B37,B4901,C06,C07) L8.124(A02,A29,B14,B58,C07,C08) L8.62(A02,A03,B35,B4901,C07,C1601)

L8.96 L8.23(A23,A32,B18,B8101,C07,C08) L8.77(A01,A29,B41,B53,C04,C07)

L8.98(A33,A68,B15,B53,C03,C04) L8.27(A02,A33,B07,B44,C03,C1505) M1.31(A02,A33,B15,B44,C03,C14)

RR.610.121(A23,A68,B15,B45,C03,C08) L8.35(A24,A24,B0720,B40,C03,C0702) F7.36(A02,A24,B0720,B44,C05,C07)

L8.09(A29,A74,B15,B44,C02,C1601) F7.20(A23,A68,B15,B42,C02,C17) F7.40

L8.116(A02,A26,B08,B40,C03,C07) F7.23(A23,A30,B42,B57,C17,C17) F7.55

L8.128 F7.26(A02,A23,B4501,B4901,C06,C07) F7.65(A24,A66,B35,B39,C04,C12)

L8.44(A02,A74,B07,B15) F7.35 F7.69(A68,A74,B50,B58,C06,C06)

L8.52(A31,A68,B53,B57,C04,C07) F7.36(A02,A24,B0720,B44,C05,C07) F7.77

L8.57(A23,A24,B15,B40,C02,C03) F7.49 FCH.2000-06(A11,A11,B14,B57,C06,C08)

EB.570.825(A0202,A03,B53,B57) F7.65(A24,A66,B35,B39,C04,C12) F7.33(A02,A30,B35,B35,C04,C04)

F7.19(A01,A02,B51,B57,C07,C1601) L8.138 F7.40

F7.23(A23,A30,B42,B57,C17,C17) L8.154 F7.65(A24,A66,B35,B39,C04,C12)

F7.40 L8.36(A26,A33,B38,B4901,C07,C12) F7.80

F7.42(A03,A31,B44,B57,C07,C16) L8.73(A01,A68,B15,B58,C03,C06) FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.55 MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.07(A02,A31,B35,B51,C04,C1601)

F7.78 L8.07(A02,A31,B35,B51,C04,C1601)

F7.81 L8.107(A29,A68,B40,B52,C02,C15)

FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.116(A02,A26,B08,B40,C03,C07)

JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.124(A02,A29,B14,B58,C07,C08)

L8.116(A02,A26,B08,B40,C03,C07) L8.127

L8.117 L8.128

L8.19(A02,A23,B45,B45,C06,C06) L8.139

L8.27(A02,A33,B07,B44,C03,C1505) L8.141
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Figure 5: p24 aa 1–100 (2/2)

10 20 30 40 50 60 70 80 90 100

PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRRef_B

-----I----------------------------------------------------------------------------V-----------------HXB2R
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRA02
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRB07
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC03
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC04
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC06
PIVQNLQGQMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRLHPVHAGPIAPGQMREPRC07

L8.45(A02,A68,B15,B44,C05,C14) L8.156

L8.52(A31,A68,B53,B57,C04,C07) L8.19(A02,A23,B45,B45,C06,C06)

L8.57(A23,A24,B15,B40,C02,C03) L8.29(A02,A33,B35,B57,C04,C07)

L8.96 L8.46(A23,A32,B35,B45,C04,C17)

M1.31(A02,A33,B15,B44,C03,C14) L8.57(A23,A24,B15,B40,C02,C03)

L8.130 L8.58(A26,A74,B37,B4901,C06,C07)

L8.29(A02,A33,B35,B57,C04,C07) L8.60(A23,A33,B07,B35,C04,C15)

L8.32 L8.61(A02,A02,B40,B44)

L8.36(A26,A33,B38,B4901,C07,C12) L8.62(A02,A03,B35,B4901,C07,C1601)

L8.37(A29,A32,B07,B44,C0702,C1601) PP.701.121(A23,A33,B4901,B58)

L8.45(A02,A68,B15,B44,C05,C14) VC.911.206(A02,A0202,B18,B39,C05,C12)

L8.50(A03,A24,B44,B44,C1403,C1601) L8.127

L8.62(A02,A03,B35,B4901,C07,C1601) L8.13(A02,A26,B35,B51,C12,C1502)

L8.96 L8.139

L8.99(A24,A26,B51,B58,C06,C15) L8.141

M1.31(A02,A33,B15,B44,C03,C14) L8.154

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.156

L8.38(A30,A33,B14,B45,C08,C1601) L8.29(A02,A33,B35,B57,C04,C07)

M1.31(A02,A33,B15,B44,C03,C14) L8.46(A23,A32,B35,B45,C04,C17)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.60(A23,A33,B07,B35,C04,C15)

F7.55

F7.65(A24,A66,B35,B39,C04,C12)

FL-REF(A0301,A24,B07,B15,C01,C07)

GB.720.116

IC.670.525(A29,A36,B42,B58)

KB.880.202(A02,A0308?,B4201,B58,C06,C17)

L8.01(A23,A26,B38,B42,C12,C17)

L8.05(A2,A24,B07,B44,C05,C0702)

L8.10(A2,A30,B07,B78,C0702,C1601)

L8.124(A02,A29,B14,B58,C07,C08)

L8.134(A01,A03,B08,B5801,C07,C07)

L8.141

L8.23(A23,A32,B18,B8101,C07,C08)

L8.24(A11,A66,B1401,B14,C08,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.38(A30,A33,B14,B45,C08,C1601)

L8.60(A23,A33,B07,B35,C04,C15)

MF.480.521

MS.01.4760i(A25,A32,B08,B14,C07,C08)

RR.610.121(A23,A68,B15,B45,C03,C08)

September 30, 2003



10 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 6: p24 aa 101–200 (1/2)

110 120 130 140 150 160 170 180 190 200

GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTRef_B

----------------------------------------------------------------------------------------------------HXB2R
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTA02
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTB07
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC03
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC04
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC06
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC07

F7.65(A24,A66,B35,B39,C04,C12) CTR.10(A11,A25,B08,B27,C02,C07) CN.641.114(A23,A3402,B44,B57) F7.50(A26,A68,B15,B38,C01,C12)

DB.630.313(A01,A33,B14,B15,C02,C08) CTR.10(A11,A25,B08,B27,C02,C07) CTR.11(A02,A25,B27,B37,C03,C06) AAA(A11,A68,B51,B57,C01,C12)

F7.06(C06,C1602) CTR.11(A02,A25,B27,B37,C03,C06) DB.630.313(A01,A33,B14,B15,C02,C08) F7.14(A23,A74,B08,B14,C07,C08)

F7.36(A02,A24,B0720,B44,C05,C07) F7.14(A23,A74,B08,B14,C07,C08) F7.30(A68,A74,B15,B50,C03,C06) F7.23(A23,A30,B42,B57,C17,C17)

L8.05(A2,A24,B07,B44,C05,C0702) F7.17(A01,A74,B15,B53,C02,C04) F7.40 F7.33(A02,A30,B35,B35,C04,C04)

L8.139 F7.23(A23,A30,B42,B57,C17,C17) F7.54 F7.36(A02,A24,B0720,B44,C05,C07)

L8.154 F7.25(A02,A31,B08,B51,C03,C07) F7.61(A30,A34,B15,B58,C03,C07) F7.40

L8.35(A24,A24,B0720,B40,C03,C0702) F7.33(A02,A30,B35,B35,C04,C04) F7.65(A24,A66,B35,B39,C04,C12) F7.41

L8.96 F7.40 F7.66(A24,A30,B15,B42,C03,C17) F7.50(A26,A68,B15,B38,C01,C12)

F7.42(A03,A31,B44,B57,C07,C16) CN.641.114(A23,A3402,B44,B57) CTR.11(A02,A25,B27,B37,C03,C06) F7.05(A01,A23,B08,B15,C02,C07)

F7.78 DB.630.313(A01,A33,B14,B15,C02,C08) DB.630.313(A01,A33,B14,B15,C02,C08) F7.36(A02,A24,B0720,B44,C05,C07)

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.17(A01,A74,B15,B53,C02,C04) F7.23(A23,A30,B42,B57,C17,C17) F7.40

JA.01.1411j(A01,A26,B38,B57,C06,C12) F7.24(A02,A11,B38,B44,C12,C1601) F7.24(A02,A11,B38,B44,C12,C1601) F7.41

L8.11(A2,A23,B45,B58,C07,C1601) F7.42(A03,A31,B44,B57,C07,C16) F7.30(A68,A74,B15,B50,C03,C06) F7.77

L8.117 F7.50(A26,A68,B15,B38,C01,C12) F7.40 F7.80

L8.139 F7.54 F7.49 L8.05(A2,A24,B07,B44,C05,C0702)

L8.35(A24,A24,B0720,B40,C03,C0702) F7.65(A24,A66,B35,B39,C04,C12) F7.50(A26,A68,B15,B38,C01,C12) L8.127

L8.42(A02,A33,B58,B82,C03,C07) F7.66(A24,A30,B15,B42,C03,C17) F7.52(A30,A68,B07,B1401,C07,C08) L8.128

PP.701.121(A23,A33,B4901,B58) F7.68(A02,A02,B15,B53,C03,C04) F7.54 L8.151

CN.641.114(A23,A3402,B44,B57) AAA(A11,A68,B51,B57,C01,C12) AAA(A11,A68,B51,B57,C01,C12) F7.25(A02,A31,B08,B51,C03,C07)

CTR.10(A11,A25,B08,B27,C02,C07) F7.23(A23,A30,B42,B57,C17,C17) F7.17(A01,A74,B15,B53,C02,C04) F7.40

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.50(A26,A68,B15,B38,C01,C12) F7.24(A02,A11,B38,B44,C12,C1601) F7.50(A26,A68,B15,B38,C01,C12)

JA.01.1411j(A01,A26,B38,B57,C06,C12) F7.55 F7.36(A02,A24,B0720,B44,C05,C07) F7.55

L8.11(A2,A23,B45,B58,C07,C1601) F7.63(A24,A30,B15,B18,C01,C07) F7.42(A03,A31,B44,B57,C07,C16) F7.62(A01,A02,B07,B3512,C04,C07)

L8.27(A02,A33,B07,B44,C03,C1505) F7.65(A24,A66,B35,B39,C04,C12) F7.48 F7.77

F7.14(A23,A74,B08,B14,C07,C08) L8.130 F7.65(A24,A66,B35,B39,C04,C12)

F7.25(A02,A31,B08,B51,C03,C07) L8.57(A23,A24,B15,B40,C02,C03) L8.35(A24,A24,B0720,B40,C03,C0702)

F7.33(A02,A30,B35,B35,C04,C04) MS.01.4760i(A25,A32,B08,B14,C07,C08) MS.01.4760i(A25,A32,B08,B14,C07,C08)

F7.40 F7.74(A23,A33,B45,B53,C04,C16) F7.80

F7.41 F7.81 L8.05(A2,A24,B07,B44,C05,C0702)

F7.54 F7.84 L8.128

F7.68(A02,A02,B15,B53,C03,C04) L8.113(A02,A23,B44,B58,C04,C06) L8.130

F7.69(A68,A74,B50,B58,C06,C06) L8.119 L8.154

F7.80 L8.139 L8.21(A23,A33,B07,B53,C04,C07)

F7.88 L8.15(A02,A30,B15,B41,C03,C06) L8.35(A24,A24,B0720,B40,C03,C0702)

FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.151 L8.96

GB.720.116 L8.25(A02,A33,B07,B45,C1505,C1601) MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.128 L8.27(A02,A33,B07,B44,C03,C1505) PR.LS.16

L8.130 L8.29(A02,A33,B35,B57,C04,C07) L8.154

L8.134(A01,A03,B08,B5801,C07,C07) L8.35(A24,A24,B0720,B40,C03,C0702) L8.157

L8.138 L8.38(A30,A33,B14,B45,C08,C1601) MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.154 L8.60(A23,A33,B07,B35,C04,C15) PR.LS.16

L8.19(A02,A23,B45,B45,C06,C06) L8.73(A01,A68,B15,B58,C03,C06) F7.81

L8.21(A23,A33,B07,B53,C04,C07) M1.31(A02,A33,B15,B44,C03,C14) FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.60(A23,A33,B07,B35,C04,C15) PP.701.121(A23,A33,B4901,B58) L8.114

L8.77(A01,A29,B41,B53,C04,C07) F7.61(A30,A34,B15,B58,C03,C07) L8.127

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.62(A01,A02,B07,B3512,C04,C07) L8.138

PR.LS.16 F7.65(A24,A66,B35,B39,C04,C12) L8.151

F7.41 F7.66(A24,A30,B15,B42,C03,C17) L8.153

F7.54 FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.23(A23,A32,B18,B8101,C07,C08)

F7.62(A01,A02,B07,B3512,C04,C07) JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.27(A02,A33,B07,B44,C03,C1505)

F7.68(A02,A02,B15,B53,C03,C04) L8.07(A02,A31,B35,B51,C04,C1601) L8.52(A31,A68,B53,B57,C04,C07)

F7.78 L8.113(A02,A23,B44,B58,C04,C06) L8.62(A02,A03,B35,B4901,C07,C1601)

F7.80 L8.114 MS.01.4760i(A25,A32,B08,B14,C07,C08)

F7.88 L8.116(A02,A26,B08,B40,C03,C07)

FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.119

FL-REF(A0301,A24,B07,B15,C01,C07) L8.124(A02,A29,B14,B58,C07,C08)

JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.139
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Figure 7: p24 aa 101–200 (2/2)

110 120 130 140 150 160 170 180 190 200

GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTRef_B

----------------------------------------------------------------------------------------------------HXB2R
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTA02
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTB07
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC03
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC04
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC06
GSDIAGTTSTLQEQIGWMTNNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVKNWMTETLLVQNANPDCKTC07

L8.113(A02,A23,B44,B58,C04,C06) L8.141

L8.124(A02,A29,B14,B58,C07,C08) L8.15(A02,A30,B15,B41,C03,C06)

L8.128 L8.154

L8.130 L8.155

L8.134(A01,A03,B08,B5801,C07,C07) L8.19(A02,A23,B45,B45,C06,C06)

L8.138 L8.24(A11,A66,B1401,B14,C08,C08)

L8.151 L8.27(A02,A33,B07,B44,C03,C1505)

L8.154 L8.35(A24,A24,B0720,B40,C03,C0702)

L8.21(A23,A33,B07,B53,C04,C07) L8.37(A29,A32,B07,B44,C0702,C1601)

L8.59(A01,A68,B08,B57,C07,C18) L8.38(A30,A33,B14,B45,C08,C1601)

L8.60(A23,A33,B07,B35,C04,C15) L8.57(A23,A24,B15,B40,C02,C03)

L8.77(A01,A29,B41,B53,C04,C07) L8.62(A02,A03,B35,B4901,C07,C1601)

M1.24(A11,A11,B27,B38,C01,C12) L8.73(A01,A68,B15,B58,C03,C06)

MS.01.4760i(A25,A32,B08,B14,C07,C08) MS.01.4760i(A25,A32,B08,B14,C07,C08)

PR.LS.16 PP.701.121(A23,A33,B4901,B58)

F7.81 F7.54

L8.127 F7.68(A02,A02,B15,B53,C03,C04)

L8.15(A02,A30,B15,B41,C03,C06) F7.81

L8.151 F7.88

L8.153 FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.154 JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.24(A11,A66,B1401,B14,C08,C08) L8.05(A2,A24,B07,B44,C05,C0702)

L8.27(A02,A33,B07,B44,C03,C1505) L8.09(A29,A74,B15,B44,C02,C1601)

L8.62(A02,A03,B35,B4901,C07,C1601) L8.113(A02,A23,B44,B58,C04,C06)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.117

FL-REF(A0301,A24,B07,B15,C01,C07) L8.124(A02,A29,B14,B58,C07,C08)

L8.18(A26,A6802,B07,B53,C07,C07) L8.129

L8.57(A23,A24,B15,B40,C02,C03) L8.130

L8.134(A01,A03,B08,B5801,C07,C07)

L8.139

L8.145

L8.152

L8.154

L8.155

L8.158

L8.27(A02,A33,B07,B44,C03,C1505)

L8.34(A01,A02,B44,B51,C07,C1601)

L8.35(A24,A24,B0720,B40,C03,C0702)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.77(A01,A29,B41,B53,C04,C07)

M1.31(A02,A33,B15,B44,C03,C14)

M1.34(A02,A11,B35,B44,C04,C05)

PR.LS.14(A02,A03,B07,B44,C05,C07)

VC.911.206(A02,A0202,B18,B39,C05,C12)
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12 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 8: p24 aa 201–232 (1/1)

210 220 230

ILKALGPAATLEEMMTACQGVGGPGHKARVLRef_B

-------------------------------HXB2R
ILKALGPAATLEEMMTACQGVGGPGHKARVLA02
ILKALGPAATLEEMMTACQGVGGPGHKARVLB07
ILKALGPAATLEEMMTACQGVGGPGHKARVLC03
ILKALGPAATLEEMMTACQGVGGPGHKARVLC04
ILKALGPAATLEEMMTACQGVGGPGHKARVLC06
ILKALGPAATLEEMMTACQGVGGPGHKARVLC07

AAA(A11,A68,B51,B57,C01,C12) AS01.01601

F7.14(A23,A74,B08,B14,C07,C08) CTR.10(A11,A25,B08,B27,C02,C07)

F7.23(A23,A30,B42,B57,C17,C17) F7.07(A29,A30,B15,B35,C02,C04)

F7.33(A02,A30,B35,B35,C04,C04) F7.24(A02,A11,B38,B44,C12,C1601)

F7.36(A02,A24,B0720,B44,C05,C07) F7.55

F7.40 F7.62(A01,A02,B07,B3512,C04,C07)

F7.41 FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.50(A26,A68,B15,B38,C01,C12) L8.124(A02,A29,B14,B58,C07,C08)

F7.80 L8.18(A26,A6802,B07,B53,C07,C07)

L8.05(A2,A24,B07,B44,C05,C0702) L8.19(A02,A23,B45,B45,C06,C06)

L8.128 L8.27(A02,A33,B07,B44,C03,C1505)

L8.130 L8.44(A02,A74,B07,B15)

L8.154 M1.34(A02,A11,B35,B44,C04,C05)

L8.21(A23,A33,B07,B53,C04,C07) F7.06(C06,C1602)

L8.35(A24,A24,B0720,B40,C03,C0702) F7.68(A02,A02,B15,B53,C03,C04)

L8.96 L8.07(A02,A31,B35,B51,C04,C1601)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.11(A2,A23,B45,B58,C07,C1601)

PR.LS.16 L8.118

F7.05(A01,A23,B08,B15,C02,C07) L8.124(A02,A29,B14,B58,C07,C08)

F7.36(A02,A24,B0720,B44,C05,C07) L8.134(A01,A03,B08,B5801,C07,C07)

F7.40 L8.153

F7.41 L8.154

F7.77 L8.19(A02,A23,B45,B45,C06,C06)

F7.80 L8.27(A02,A33,B07,B44,C03,C1505)

L8.05(A2,A24,B07,B44,C05,C0702) L8.29(A02,A33,B35,B57,C04,C07)

L8.127 L8.32

L8.128 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.151 VC.911.206(A02,A0202,B18,B39,C05,C12)

L8.154

L8.157

MS.01.4760i(A25,A32,B08,B14,C07,C08)

PR.LS.16

F7.25(A02,A31,B08,B51,C03,C07)

F7.40

F7.50(A26,A68,B15,B38,C01,C12)

F7.55

F7.62(A01,A02,B07,B3512,C04,C07)

F7.77

F7.81

FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.114

L8.127

L8.138

L8.151

L8.153

L8.23(A23,A32,B18,B8101,C07,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.52(A31,A68,B53,B57,C04,C07)

L8.62(A02,A03,B35,B4901,C07,C1601)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.52(A31,A68,B53,B57,C04,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08)
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1.3 p2p7p1p6

Figure 9: p2p7p1p6 aa 1–100 (1/1)

10 20 30 40 50 60 70 80 90 100

AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFRef_B

-------------------------I-----------T-R-------------------------------------Y----------------------HXB2R
AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFA02
AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFB07
AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFC03
AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFC04
AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFC06
AEAMSQVTNSATIMMQRGNFRNQRKTVKCFNCGKEGHIAKNCRAPRKKGCWKCGKEGHQMKDCTERQANFLGKIWPSHKGRPGNFLQSRPEPTAPPEESFC07

AS01.01601 CTR.11(A02,A25,B27,B37,C03,C06) F7.17(A01,A74,B15,B53,C02,C04) AS01.01601

CTR.10(A11,A25,B08,B27,C02,C07)FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.55 CR.0007t

F7.07(A29,A30,B15,B35,C02,C04) L8.116(A02,A26,B08,B40,C03,C07) FL-REF(A0301,A24,B07,B15,C01,C07) F7.06(C06,C1602)

F7.24(A02,A11,B38,B44,C12,C1601) L8.134(A01,A03,B08,B5801,C07,C07) L8.44(A02,A74,B07,B15) F7.33(A02,A30,B35,B35,C04,C04)

F7.55 L8.57(A23,A24,B15,B40,C02,C03) F7.17(A01,A74,B15,B53,C02,C04) F7.68(A02,A02,B15,B53,C03,C04)

F7.62(A01,A02,B07,B3512,C04,C07) M1.24(A11,A11,B27,B38,C01,C12) L8.107(A29,A68,B40,B52,C02,C15) CS.520.604

FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.116(A02,A26,B08,B40,C03,C07) L8.116(A02,A26,B08,B40,C03,C07) F7.33(A02,A30,B35,B35,C04,C04)

L8.124(A02,A29,B14,B58,C07,C08) DB.630.313(A01,A33,B14,B15,C02,C08) L8.134(A01,A03,B08,B5801,C07,C07) L8.27(A02,A33,B07,B44,C03,C1505)

L8.18(A26,A6802,B07,B53,C07,C07) F7.25(A02,A31,B08,B51,C03,C07) L8.155 L8.45(A02,A68,B15,B44,C05,C14)

L8.19(A02,A23,B45,B45,C06,C06) F7.42(A03,A31,B44,B57,C07,C16) L8.57(A23,A24,B15,B40,C02,C03) L8.52(A31,A68,B53,B57,C04,C07)

L8.27(A02,A33,B07,B44,C03,C1505) F7.55 M1.31(A02,A33,B15,B44,C03,C14) CS.520.604

L8.44(A02,A74,B07,B15) F7.78 AS01.01601 F7.17(A01,A74,B15,B53,C02,C04)

M1.34(A02,A11,B35,B44,C04,C05) F7.81 CR.0007t F7.33(A02,A30,B35,B35,C04,C04)

F7.06(C06,C1602) FL-REF(A0301,A24,B07,B15,C01,C07) DS.680.224(A34,A74,B57,B57,C07,C08) F7.55

F7.68(A02,A02,B15,B53,C03,C04) L8.07(A02,A31,B35,B51,C04,C1601) F7.06(C06,C1602) F7.68(A02,A02,B15,B53,C03,C04)

L8.07(A02,A31,B35,B51,C04,C1601) L8.19(A02,A23,B45,B45,C06,C06) F7.09(A02,A32,B07,B07,C07,C07) L8.117

L8.11(A2,A23,B45,B58,C07,C1601) L8.25(A02,A33,B07,B45,C1505,C1601) F7.24(A02,A11,B38,B44,C12,C1601) L8.42(A02,A33,B58,B82,C03,C07)

L8.118 L8.27(A02,A33,B07,B44,C03,C1505) F7.33(A02,A30,B35,B35,C04,C04) L8.52(A31,A68,B53,B57,C04,C07)

L8.124(A02,A29,B14,B58,C07,C08) L8.29(A02,A33,B35,B57,C04,C07) F7.36(A02,A24,B0720,B44,C05,C07)

L8.134(A01,A03,B08,B5801,C07,C07) L8.52(A31,A68,B53,B57,C04,C07) F7.40

L8.153 L8.96 F7.41

L8.154 M1.31(A02,A33,B15,B44,C03,C14) F7.49

L8.19(A02,A23,B45,B45,C06,C06) DB.630.313(A01,A33,B14,B15,C02,C08) F7.62(A01,A02,B07,B3512,C04,C07)

L8.27(A02,A33,B07,B44,C03,C1505) F7.25(A02,A31,B08,B51,C03,C07) F7.64(A02,A02,B47,B51,C02,C07)

L8.29(A02,A33,B35,B57,C04,C07) F7.42(A03,A31,B44,B57,C07,C16) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.32 F7.78 L8.05(A2,A24,B07,B44,C05,C0702)

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.81 L8.07(A02,A31,B35,B51,C04,C1601)

VC.911.206(A02,A0202,B18,B39,C05,C12) FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.113(A02,A23,B44,B58,C04,C06)

FCH.2000-06(A11,A11,B14,B57,C06,C08) FL-REF(A0301,A24,B07,B15,C01,C07) L8.116(A02,A26,B08,B40,C03,C07)

L8.07(A02,A31,B35,B51,C04,C1601) L8.07(A02,A31,B35,B51,C04,C1601) L8.118

L8.124(A02,A29,B14,B58,C07,C08) L8.19(A02,A23,B45,B45,C06,C06) L8.13(A02,A26,B35,B51,C12,C1502)

L8.134(A01,A03,B08,B5801,C07,C07) L8.25(A02,A33,B07,B45,C1505,C1601) L8.134(A01,A03,B08,B5801,C07,C07)

PP.701.121(A23,A33,B4901,B58) L8.27(A02,A33,B07,B44,C03,C1505) L8.139

CTR.11(A02,A25,B27,B37,C03,C06) L8.29(A02,A33,B35,B57,C04,C07) L8.154

F7.24(A02,A11,B38,B44,C12,C1601) L8.32 L8.19(A02,A23,B45,B45,C06,C06)

L8.129 L8.38(A30,A33,B14,B45,C08,C1601) L8.27(A02,A33,B07,B44,C03,C1505)

M1.24(A11,A11,B27,B38,C01,C12) L8.52(A31,A68,B53,B57,C04,C07) L8.34(A01,A02,B44,B51,C07,C1601)

L8.60(A23,A33,B07,B35,C04,C15) L8.44(A02,A74,B07,B15)

L8.96 L8.45(A02,A68,B15,B44,C05,C14)

L8.58(A26,A74,B37,B4901,C06,C07)

L8.62(A02,A03,B35,B4901,C07,C1601)

M1.31(A02,A33,B15,B44,C03,C14)

M1.34(A02,A11,B35,B44,C04,C05)

MDL.AC81(A2,A74,B51,B53,C04,C14)

PR.LS.14(A02,A03,B07,B44,C05,C07)

PR.LS.16

F7.40

FL-REF(A0301,A24,B07,B15,C01,C07)

JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.113(A02,A23,B44,B58,C04,C06)

L8.116(A02,A26,B08,B40,C03,C07)

L8.134(A01,A03,B08,B5801,C07,C07)

L8.19(A02,A23,B45,B45,C06,C06)

JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.45(A02,A68,B15,B44,C05,C14)
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14 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 10: p2p7p1p6 aa 101–137 (1/1)

110 120 130

RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQRef_B

-S-V-----P-------------T-------------HXB2R
RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQA02
RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQB07
RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQC03
RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQC04
RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQC06
RFGEETTTPSQKQEPIDKELYPLASLRSLFGNDPSSQC07

CS.520.604 CS.520.604

F7.33(A02,A30,B35,B35,C04,C04)F7.64(A02,A02,B47,B51,C02,C07)

L8.27(A02,A33,B07,B44,C03,C1505) F7.77

L8.45(A02,A68,B15,B44,C05,C14) L8.130

L8.52(A31,A68,B53,B57,C04,C07) L8.151

CS.520.604

F7.17(A01,A74,B15,B53,C02,C04)

F7.33(A02,A30,B35,B35,C04,C04)

F7.55

F7.68(A02,A02,B15,B53,C03,C04)

L8.117

L8.42(A02,A33,B58,B82,C03,C07)

L8.52(A31,A68,B53,B57,C04,C07)

L8.19(A02,A23,B45,B45,C06,C06)

L8.57(A23,A24,B15,B40,C02,C03)

L8.61(A02,A02,B40,B44)

CS.520.604

F7.52(A30,A68,B07,B1401,C07,C08)

F7.55

F7.66(A24,A30,B15,B42,C03,C17)

F7.77

F7.78

L8.116(A02,A26,B08,B40,C03,C07)

L8.124(A02,A29,B14,B58,C07,C08)

L8.130

L8.151

L8.156

L8.18(A26,A6802,B07,B53,C07,C07)

L8.42(A02,A33,B58,B82,C03,C07)

L8.57(A23,A24,B15,B40,C02,C03)

PR.LS.14(A02,A03,B07,B44,C05,C07)
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1.4 Gag-Pol TF

Figure 11: Gag-Pol TF aa 1–56 (1/1)

10 20 30 40 50

FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFRef_B

--------L-------------------------------P-------------N-HXB2R
FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFA02
FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFB07
FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFC03
FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFC04
FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFC06
FFREDLAFPQGKAREFSSEQTRANSPTRRELQVWGRDNNSLSEAGADRQGTVSFSFC07

F7.06(C06,C1602)

FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.113(A02,A23,B44,B58,C04,C06)

L8.124(A02,A29,B14,B58,C07,C08)
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1.5 Protease

Figure 12: Protease aa 1–99 (1/1)

10 20 30 40 50 60 70 80 90

PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFRef_B

--V---------------------------------S--------------------------------------------------------------HXB2R
PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFA02
PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFB07
PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFC03
PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFC04
PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFC06
PQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKAIGTVLVGPTPVNIIGRNLLTQIGCTLNFC07

FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.113(A02,A23,B44,B58,C04,C06) F7.30(A68,A74,B15,B50,C03,C06)

L8.113(A02,A23,B44,B58,C04,C06) L8.117 F7.23(A23,A30,B42,B57,C17,C17)

L8.124(A02,A29,B14,B58,C07,C08) L8.37(A29,A32,B07,B44,C0702,C1601) F7.50(A26,A68,B15,B38,C01,C12)

AAA(A11,A68,B51,B57,C01,C12) L8.57(A23,A24,B15,B40,C02,C03) F7.54

F7.09(A02,A32,B07,B07,C07,C07) M1.34(A02,A11,B35,B44,C04,C05) F7.61(A30,A34,B15,B58,C03,C07)

F7.25(A02,A31,B08,B51,C03,C07) MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.68(A02,A02,B15,B53,C03,C04)

L8.07(A02,A31,B35,B51,C04,C1601) PR.LS.14(A02,A03,B07,B44,C05,C07) L8.124(A02,A29,B14,B58,C07,C08)

L8.113(A02,A23,B44,B58,C04,C06) F7.66(A24,A30,B15,B42,C03,C17) L8.128

L8.27(A02,A33,B07,B44,C03,C1505) F7.68(A02,A02,B15,B53,C03,C04) L8.134(A01,A03,B08,B5801,C07,C07)

L8.34(A01,A02,B44,B51,C07,C1601) FL-REF(A0301,A24,B07,B15,C01,C07) L8.139

L8.57(A23,A24,B15,B40,C02,C03) L8.15(A02,A30,B15,B41,C03,C06) L8.37(A29,A32,B07,B44,C0702,C1601)

CS.520.604 M1.34(A02,A11,B35,B44,C04,C05) L8.45(A02,A68,B15,B44,C05,C14)

F7.06(C06,C1602) MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.54

F7.24(A02,A11,B38,B44,C12,C1601) F7.66(A24,A30,B15,B42,C03,C17) F7.61(A30,A34,B15,B58,C03,C07)

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.68(A02,A02,B15,B53,C03,C04) F7.68(A02,A02,B15,B53,C03,C04)

L8.127 F7.69(A68,A74,B50,B58,C06,C06)

L8.15(A02,A30,B15,B41,C03,C06) L8.124(A02,A29,B14,B58,C07,C08)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.134(A01,A03,B08,B5801,C07,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.49

L8.139

L8.23(A23,A32,B18,B8101,C07,C08)

L8.45(A02,A68,B15,B44,C05,C14)

M1.31(A02,A33,B15,B44,C03,C14)

F7.50(A26,A68,B15,B38,C01,C12)

F7.66(A24,A30,B15,B42,C03,C17)

L8.09(A29,A74,B15,B44,C02,C1601)

L8.15(A02,A30,B15,B41,C03,C06)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.50(A03,A24,B44,B44,C1403,C1601)
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1.6 RT

Figure 13: RT aa 1–100 (1/1)

10 20 30 40 50 60 70 80 90 100

PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLRef_B

----------------------------------------------------------------------------------------------------HXB2R
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLA02
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLB07
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLC03
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLC04
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLC06
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLC07

F7.49 F7.23(A23,A30,B42,B57,C17,C17) AAA(A11,A68,B51,B57,C01,C12) L8.154

F7.50(A26,A68,B15,B38,C01,C12) F7.40 F7.50(A26,A68,B15,B38,C01,C12) AAA(A11,A68,B51,B57,C01,C12)

F7.66(A24,A30,B15,B42,C03,C17) F7.55 F7.61(A30,A34,B15,B58,C03,C07) F7.50(A26,A68,B15,B38,C01,C12)

L8.09(A29,A74,B15,B44,C02,C1601) F7.62(A01,A02,B07,B3512,C04,C07) F7.84 F7.84

L8.15(A02,A30,B15,B41,C03,C06) L8.128 L8.127 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.23(A23,A32,B18,B8101,C07,C08) PR.LS.16 AAA(A11,A68,B51,B57,C01,C12) L8.127

L8.50(A03,A24,B44,B44,C1403,C1601) L8.155 L8.27(A02,A33,B07,B44,C03,C1505)

CR.0007t F7.50(A26,A68,B15,B38,C01,C12)

CS.520.604 F7.61(A30,A34,B15,B58,C03,C07)

F7.30(A68,A74,B15,B50,C03,C06) F7.68(A02,A02,B15,B53,C03,C04)

F7.54 F7.84

L8.139 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.151 L8.127

F7.68(A02,A02,B15,B53,C03,C04) M1.31(A02,A33,B15,B44,C03,C14)

F7.69(A68,A74,B50,B58,C06,C06)
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Figure 14: RT aa 101–200 (1/1)

110 120 130 140 150 160 170 180 190 200

KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTRef_B

---------------------E------------------------------------------------------------------------------HXB2R
KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTA02
KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTB07
KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTC03
KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTC04
KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTC06
KKKKSVTVLDVGDAYFSVPLDKDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTC07

AAA(A11,A68,B51,B57,C01,C12) CS.520.604 F7.54 CR.0007t

F7.50(A26,A68,B15,B38,C01,C12) F7.10(A03,A36,B35,B44,C04,C05) F7.65(A24,A66,B35,B39,C04,C12) F7.09(A02,A32,B07,B07,C07,C07)

F7.84 F7.68(A02,A02,B15,B53,C03,C04) FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.36(A02,A24,B0720,B44,C05,C07)

FL-REF(A0301,A24,B07,B15,C01,C07) L8.139 L8.157 F7.40

L8.127 L8.157 AAA(A11,A68,B51,B57,C01,C12) F7.09(A02,A32,B07,B07,C07,C07)

F7.33(A02,A30,B35,B35,C04,C04) AS01.04024 FCH.2000-06(A11,A11,B14,B57,C06,C08) AS01.01601

F7.35 DB.630.313(A01,A33,B14,B15,C02,C08) L8.139 F7.33(A02,A30,B35,B35,C04,C04)

F7.62(A01,A02,B07,B3512,C04,C07) F7.49 L8.154 FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.69(A68,A74,B50,B58,C06,C06) F7.52(A30,A68,B07,B1401,C07,C08) L8.24(A11,A66,B1401,B14,C08,C08) F7.06(C06,C1602)

F7.80 F7.63(A24,A30,B15,B18,C01,C07) CR.0007t F7.68(A02,A02,B15,B53,C03,C04)

F7.84 FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.54 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.07(A02,A31,B35,B51,C04,C1601) L8.01(A23,A26,B38,B42,C12,C17) F7.81 L8.09(A29,A74,B15,B44,C02,C1601)

L8.157 L8.124(A02,A29,B14,B58,C07,C08) L8.09(A29,A74,B15,B44,C02,C1601) L8.118

L8.60(A23,A33,B07,B35,C04,C15) L8.141 L8.153 L8.139

L8.62(A02,A03,B35,B4901,C07,C1601) L8.151 L8.44(A02,A74,B07,B15) L8.58(A26,A74,B37,B4901,C06,C07)

L8.77(A01,A29,B41,B53,C04,C07) L8.23(A23,A32,B18,B8101,C07,C08) F7.54

F7.33(A02,A30,B35,B35,C04,C04) FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.64(A02,A02,B47,B51,C02,C07)

F7.62(A01,A02,B07,B3512,C04,C07) L8.139 F7.65(A24,A66,B35,B39,C04,C12)

L8.09(A29,A74,B15,B44,C02,C1601) F7.28(A02,A02,B07,B53,C06,C07) F7.68(A02,A02,B15,B53,C03,C04)

L8.124(A02,A29,B14,B58,C07,C08) F7.33(A02,A30,B35,B35,C04,C04) L8.19(A02,A23,B45,B45,C06,C06)

L8.145 F7.55 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.21(A23,A33,B07,B53,C04,C07) F7.68(A02,A02,B15,B53,C03,C04)

L8.38(A30,A33,B14,B45,C08,C1601) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.77(A01,A29,B41,B53,C04,C07) L8.134(A01,A03,B08,B5801,C07,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.139

L8.21(A23,A33,B07,B53,C04,C07) L8.154

L8.38(A30,A33,B14,B45,C08,C1601) L8.23(A23,A32,B18,B8101,C07,C08)

L8.60(A23,A33,B07,B35,C04,C15) L8.24(A11,A66,B1401,B14,C08,C08)

M1.34(A02,A11,B35,B44,C04,C05) L8.27(A02,A33,B07,B44,C03,C1505)

F7.09(A02,A32,B07,B07,C07,C07) L8.42(A02,A33,B58,B82,C03,C07)

F7.36(A02,A24,B0720,B44,C05,C07) L8.44(A02,A74,B07,B15)

L8.139 L8.60(A23,A33,B07,B35,C04,C15)

L8.19(A02,A23,B45,B45,C06,C06) M1.34(A02,A11,B35,B44,C04,C05)

M1.34(A02,A11,B35,B44,C04,C05) F7.68(A02,A02,B15,B53,C03,C04)

L8.24(A11,A66,B1401,B14,C08,C08) F7.81

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.09(A29,A74,B15,B44,C02,C1601)

L8.139

L8.153

L8.154

L8.19(A02,A23,B45,B45,C06,C06)

L8.44(A02,A74,B07,B15)

L8.60(A23,A33,B07,B35,C04,C15)

M1.34(A02,A11,B35,B44,C04,C05)
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1.6 RT 19

Figure 15: RT aa 201–300 (1/1)

210 220 230 240 250 260 270 280 290 300

KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAERef_B

-------------L---------------------------------------------------------P----R-----------------------HXB2R
KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAEA02
KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAEB07
KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAEC03
KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAEC04
KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAEC06
KIEELRQHLLRWGFTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYAGIKVKQLCKLLRGTKALTEVIPLTEEAEC07

AS01.01601 MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.124(A02,A29,B14,B58,C07,C08) L8.130

F7.33(A02,A30,B35,B35,C04,C04) F7.78 F7.06(C06,C1602) F7.33(A02,A30,B35,B35,C04,C04)

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.84 F7.40 F7.64(A02,A02,B47,B51,C02,C07)

F7.06(C06,C1602) MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.55 F7.68(A02,A02,B15,B53,C03,C04)

F7.68(A02,A02,B15,B53,C03,C04) F7.84 CTR.10(A11,A25,B08,B27,C02,C07)

FL-REF(A0301,A24,B07,B15,C01,C07) MS.01.4760i(A25,A32,B08,B14,C07,C08) CTR.11(A02,A25,B27,B37,C03,C06)

L8.09(A29,A74,B15,B44,C02,C1601) F7.62(A01,A02,B07,B3512,C04,C07) F7.09(A02,A32,B07,B07,C07,C07)

L8.118 F7.65(A24,A66,B35,B39,C04,C12) F7.35

L8.139 F7.68(A02,A02,B15,B53,C03,C04) L8.134(A01,A03,B08,B5801,C07,C07)

L8.58(A26,A74,B37,B4901,C06,C07) F7.78 L8.155

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.88 L8.57(A23,A24,B15,B40,C02,C03)

CTR.10(A11,A25,B08,B27,C02,C07) FCH.2000-06(A11,A11,B14,B57,C06,C08) L8.77(A01,A29,B41,B53,C04,C07)

F7.01 GB.720.116 L8.113(A02,A23,B44,B58,C04,C06)

F7.06(C06,C1602) L8.119 L8.154

F7.24(A02,A11,B38,B44,C12,C1601) L8.130 L8.79(A02,A32,B15,B44,C05,C07)

F7.36(A02,A24,B0720,B44,C05,C07) L8.154

F7.63(A24,A30,B15,B18,C01,C07) L8.18(A26,A6802,B07,B53,C07,C07)

F7.69(A68,A74,B50,B58,C06,C06) L8.52(A31,A68,B53,B57,C04,C07)

F7.84 L8.77(A01,A29,B41,B53,C04,C07)

L8.09(A29,A74,B15,B44,C02,C1601) L8.127

L8.113(A02,A23,B44,B58,C04,C06) L8.155

L8.129 F7.81

L8.139 L8.127

L8.37(A29,A32,B07,B44,C0702,C1601) L8.138

L8.45(A02,A68,B15,B44,C05,C14) L8.153

L8.50(A03,A24,B44,B44,C1403,C1601) L8.57(A23,A24,B15,B40,C02,C03)

L8.58(A26,A74,B37,B4901,C06,C07) L8.58(A26,A74,B37,B4901,C06,C07)

M1.31(A02,A33,B15,B44,C03,C14) F7.06(C06,C1602)

M1.34(A02,A11,B35,B44,C04,C05) F7.40

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.55

PR.LS.14(A02,A03,B07,B44,C05,C07) F7.81

F7.68(A02,A02,B15,B53,C03,C04) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.127

L8.134(A01,A03,B08,B5801,C07,C07)

L8.138

L8.153

L8.154
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20 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 16: RT aa 301–400 (1/1)

310 320 330 340 350 360 370 380 390 400

LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEARef_B

---------------------------------------------------------------------------T-----------------------THXB2R
LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAA02
LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAB07
LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAC03
LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAC04
LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAC06
LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGAHTNDVKQLTEAVQKIATESIVIWGKTPKFKLPIQKETWEAC07

F7.33(A02,A30,B35,B35,C04,C04) F7.65(A24,A66,B35,B39,C04,C12) F7.55 F7.09(A02,A32,B07,B07,C07,C07)

F7.64(A02,A02,B47,B51,C02,C07) L8.113(A02,A23,B44,B58,C04,C06) F7.61(A30,A34,B15,B58,C03,C07) L8.29(A02,A33,B35,B57,C04,C07)

F7.68(A02,A02,B15,B53,C03,C04) L8.117 F7.81 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.113(A02,A23,B44,B58,C04,C06) L8.130 L8.134(A01,A03,B08,B5801,C07,C07) F7.09(A02,A32,B07,B07,C07,C07)

L8.154 L8.37(A29,A32,B07,B44,C0702,C1601) L8.38(A30,A33,B14,B45,C08,C1601) F7.54

L8.79(A02,A32,B15,B44,C05,C07) L8.45(A02,A68,B15,B44,C05,C14) L8.50(A03,A24,B44,B44,C1403,C1601) F7.68(A02,A02,B15,B53,C03,C04)

F7.26(A02,A23,B4501,B4901,C06,C07) F7.65(A24,A66,B35,B39,C04,C12) CN.641.114(A23,A3402,B44,B57) F7.81

F7.36(A02,A24,B0720,B44,C05,C07) L8.19(A02,A23,B45,B45,C06,C06) L8.138 FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.50(A26,A68,B15,B38,C01,C12) AAA(A11,A68,B51,B57,C01,C12) CR.0007t L8.116(A02,A26,B08,B40,C03,C07)

F7.64(A02,A02,B47,B51,C02,C07) F7.24(A02,A11,B38,B44,C12,C1601) F7.62(A01,A02,B07,B3512,C04,C07) L8.139

F7.68(A02,A02,B15,B53,C03,C04) F7.26(A02,A23,B4501,B4901,C06,C07) F7.68(A02,A02,B15,B53,C03,C04) L8.21(A23,A33,B07,B53,C04,C07)

L8.127 F7.65(A24,A66,B35,B39,C04,C12) L8.154 L8.34(A01,A02,B44,B51,C07,C1601)

L8.139 F7.66(A24,A30,B15,B42,C03,C17) L8.19(A02,A23,B45,B45,C06,C06) PR.LS.16

L8.151 F7.68(A02,A02,B15,B53,C03,C04) L8.96

L8.154 F7.84 AS01.01601

L8.155 F7.88 CN.641.114(A23,A3402,B44,B57)

L8.19(A02,A23,B45,B45,C06,C06) FL-REF(A0301,A24,B07,B15,C01,C07) F7.09(A02,A32,B07,B07,C07,C07)

L8.27(A02,A33,B07,B44,C03,C1505) L8.134(A01,A03,B08,B5801,C07,C07) F7.23(A23,A30,B42,B57,C17,C17)

L8.45(A02,A68,B15,B44,C05,C14) L8.139 F7.24(A02,A11,B38,B44,C12,C1601)

L8.79(A02,A32,B15,B44,C05,C07) L8.19(A02,A23,B45,B45,C06,C06) F7.50(A26,A68,B15,B38,C01,C12)

M1.34(A02,A11,B35,B44,C04,C05) L8.50(A03,A24,B44,B44,C1403,C1601) F7.61(A30,A34,B15,B58,C03,C07)

PR.LS.14(A02,A03,B07,B44,C05,C07) L8.57(A23,A24,B15,B40,C02,C03) F7.65(A24,A66,B35,B39,C04,C12)

PR.LS.16 L8.60(A23,A33,B07,B35,C04,C15) F7.78

F7.40 F7.26(A02,A23,B4501,B4901,C06,C07) FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.50(A26,A68,B15,B38,C01,C12) F7.65(A24,A66,B35,B39,C04,C12) L8.01(A23,A26,B38,B42,C12,C17)

L8.50(A03,A24,B44,B44,C1403,C1601) L8.58(A26,A74,B37,B4901,C06,C07) L8.119

M1.34(A02,A11,B35,B44,C04,C05) L8.58(A26,A74,B37,B4901,C06,C07) L8.130

M1.34(A02,A11,B35,B44,C04,C05) L8.07(A02,A31,B35,B51,C04,C1601)

F7.66(A24,A30,B15,B42,C03,C17) L8.117

F7.84 L8.124(A02,A29,B14,B58,C07,C08)

F7.88 L8.130

FL-REF(A0301,A24,B07,B15,C01,C07) L8.134(A01,A03,B08,B5801,C07,C07)

L8.134(A01,A03,B08,B5801,C07,C07) L8.158

L8.19(A02,A23,B45,B45,C06,C06) L8.23(A23,A32,B18,B8101,C07,C08)

L8.50(A03,A24,B44,B44,C1403,C1601) L8.29(A02,A33,B35,B57,C04,C07)

L8.57(A23,A24,B15,B40,C02,C03) L8.42(A02,A33,B58,B82,C03,C07)

L8.60(A23,A33,B07,B35,C04,C15) L8.52(A31,A68,B53,B57,C04,C07)

L8.77(A01,A29,B41,B53,C04,C07)

L8.96

MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.139

L8.18(A26,A6802,B07,B53,C07,C07)

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.34(A01,A02,B44,B51,C07,C1601)

L8.37(A29,A32,B07,B44,C0702,C1601)

MF.480.521

MS.01.4760i(A25,A32,B08,B14,C07,C08)
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1.6 RT 21

Figure 17: RT aa 401–500 (1/2)

410 420 430 440 450 460 470 480 490 500

WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQRef_B

------------------T----------------------------------------N-------T--------------Y-----------------HXB2R
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQA02
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQB07
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC03
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC04
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC06
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC07

F7.09(A02,A32,B07,B07,C07,C07) F7.50(A26,A68,B15,B38,C01,C12) CN.641.114(A23,A3402,B44,B57) L8.23(A23,A32,B18,B8101,C07,C08)

F7.54 L8.21(A23,A33,B07,B53,C04,C07) CR.0007t MS.01.4760i(A25,A32,B08,B14,C07,C08)

F7.68(A02,A02,B15,B53,C03,C04) L8.23(A23,A32,B18,B8101,C07,C08) F7.50(A26,A68,B15,B38,C01,C12) F7.69(A68,A74,B50,B58,C06,C06)

F7.81 AS01.04024 L8.116(A02,A26,B08,B40,C03,C07) AS01.04024

FCH.2000-06(A11,A11,B14,B57,C06,C08) CS.520.604 L8.23(A23,A32,B18,B8101,C07,C08) AS01.04024

L8.119 F7.17(A01,A74,B15,B53,C02,C04) L8.154

L8.130 F7.26(A02,A23,B4501,B4901,C06,C07) MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.139 F7.35 DB.630.313(A01,A33,B14,B15,C02,C08)

L8.18(A26,A6802,B07,B53,C07,C07) F7.48 F7.14(A23,A74,B08,B14,C07,C08)

L8.21(A23,A33,B07,B53,C04,C07) F7.52(A30,A68,B07,B1401,C07,C08) F7.49

L8.23(A23,A32,B18,B8101,C07,C08) F7.54 F7.52(A30,A68,B07,B1401,C07,C08)

L8.27(A02,A33,B07,B44,C03,C1505) F7.65(A24,A66,B35,B39,C04,C12) F7.65(A24,A66,B35,B39,C04,C12)

L8.34(A01,A02,B44,B51,C07,C1601) F7.74(A23,A33,B45,B53,C04,C16) L8.124(A02,A29,B14,B58,C07,C08)

L8.37(A29,A32,B07,B44,C0702,C1601) F7.80 L8.141

MF.480.521 F7.88 L8.23(A23,A32,B18,B8101,C07,C08)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.07(A02,A31,B35,B51,C04,C1601) L8.24(A11,A66,B1401,B14,C08,C08)

L8.116(A02,A26,B08,B40,C03,C07) L8.11(A2,A23,B45,B58,C07,C1601) L8.45(A02,A68,B15,B44,C05,C14)

L8.139 L8.129 MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.21(A23,A33,B07,B53,C04,C07) L8.139 RR.610.121(A23,A68,B15,B45,C03,C08)

L8.34(A01,A02,B44,B51,C07,C1601) L8.29(A02,A33,B35,B57,C04,C07) DB.630.313(A01,A33,B14,B15,C02,C08)

PR.LS.16 L8.52(A31,A68,B53,B57,C04,C07) F7.14(A23,A74,B08,B14,C07,C08)

CN.641.114(A23,A3402,B44,B57) AAA(A11,A68,B51,B57,C01,C12) F7.52(A30,A68,B07,B1401,C07,C08)

F7.42(A03,A31,B44,B57,C07,C16) CS.520.604 F7.65(A24,A66,B35,B39,C04,C12)

F7.78 F7.48 L8.141

L8.23(A23,A32,B18,B8101,C07,C08) F7.50(A26,A68,B15,B38,C01,C12) L8.155

L8.52(A31,A68,B53,B57,C04,C07) F7.52(A30,A68,B07,B1401,C07,C08) L8.23(A23,A32,B18,B8101,C07,C08)

L8.59(A01,A68,B08,B57,C07,C18) F7.61(A30,A34,B15,B58,C03,C07) L8.24(A11,A66,B1401,B14,C08,C08)

L8.96 F7.65(A24,A66,B35,B39,C04,C12) MS.01.4760i(A25,A32,B08,B14,C07,C08)

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.74(A23,A33,B45,B53,C04,C16) RR.610.121(A23,A68,B15,B45,C03,C08)

F7.33(A02,A30,B35,B35,C04,C04) CR.0007t F7.65(A24,A66,B35,B39,C04,C12)

F7.65(A24,A66,B35,B39,C04,C12) F7.50(A26,A68,B15,B38,C01,C12) L8.57(A23,A24,B15,B40,C02,C03)

L8.23(A23,A32,B18,B8101,C07,C08) F7.81

L8.73(A01,A68,B15,B58,C03,C06)

L8.77(A01,A29,B41,B53,C04,C07)

L8.98(A33,A68,B15,B53,C03,C04)

M1.34(A02,A11,B35,B44,C04,C05)

MF.480.521

F7.77

F7.78

F7.81

F7.84

FL-REF(A0301,A24,B07,B15,C01,C07)

L8.11(A2,A23,B45,B58,C07,C1601)

L8.119

L8.129

L8.130

L8.21(A23,A33,B07,B53,C04,C07)

L8.24(A11,A66,B1401,B14,C08,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.29(A02,A33,B35,B57,C04,C07)

L8.36(A26,A33,B38,B4901,C07,C12)

L8.52(A31,A68,B53,B57,C04,C07)

L8.59(A01,A68,B08,B57,C07,C18)

L8.73(A01,A68,B15,B58,C03,C06)

L8.77(A01,A29,B41,B53,C04,C07)

L8.98(A33,A68,B15,B53,C03,C04)

L8.113(A02,A23,B44,B58,C04,C06)

L8.116(A02,A26,B08,B40,C03,C07)

September 30, 2003



22 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 18: RT aa 401–500 (2/2)

410 420 430 440 450 460 470 480 490 500

WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQRef_B

------------------T----------------------------------------N-------T--------------Y-----------------HXB2R
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQA02
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQB07
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC03
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC04
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC06
WWTEYWQATWIPEWEFVNRPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTDRGRQKVVSLTDTTNQKTELQAIHLALQDSGLEVNIVTDSQC07

F7.81

L8.116(A02,A26,B08,B40,C03,C07)

Figure 19: RT aa 501–560 (1/1)

510 520 530 540 550 560

YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLRef_B

-----------Q------N-----------------------------------------HXB2R
YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLA02
YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLB07
YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLC03
YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLC04
YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLC06
YALGIIQAQPDKSESELVSQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLC07

AS01.04024 F7.26(A02,A23,B4501,B4901,C06,C07) F7.23(A23,A30,B42,B57,C17,C17)

DB.630.313(A01,A33,B14,B15,C02,C08) L8.119 F7.26(A02,A23,B4501,B4901,C06,C07)

F7.14(A23,A74,B08,B14,C07,C08) L8.139 L8.116(A02,A26,B08,B40,C03,C07)

F7.49 L8.18(A26,A6802,B07,B53,C07,C07) L8.138

F7.52(A30,A68,B07,B1401,C07,C08) L8.27(A02,A33,B07,B44,C03,C1505) L8.156

F7.65(A24,A66,B35,B39,C04,C12) L8.57(A23,A24,B15,B40,C02,C03) L8.19(A02,A23,B45,B45,C06,C06)

L8.124(A02,A29,B14,B58,C07,C08) L8.98(A33,A68,B15,B53,C03,C04) PR.LS.16

L8.141 DB.630.313(A01,A33,B14,B15,C02,C08) F7.23(A23,A30,B42,B57,C17,C17)

L8.23(A23,A32,B18,B8101,C07,C08) F7.40 L8.19(A02,A23,B45,B45,C06,C06)

L8.24(A11,A66,B1401,B14,C08,C08) F7.74(A23,A33,B45,B53,C04,C16) CR.0007t

L8.45(A02,A68,B15,B44,C05,C14) F7.78 F7.55

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.80

RR.610.121(A23,A68,B15,B45,C03,C08) FL-REF(A0301,A24,B07,B15,C01,C07)

AS01.04024 GB.720.116

DB.630.313(A01,A33,B14,B15,C02,C08) HC.661.005(A33,A33,B07,B58)

F7.14(A23,A74,B08,B14,C07,C08) L8.128

F7.52(A30,A68,B07,B1401,C07,C08) L8.134(A01,A03,B08,B5801,C07,C07)

F7.65(A24,A66,B35,B39,C04,C12) L8.136

L8.141 L8.154

L8.155 L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08) L8.27(A02,A33,B07,B44,C03,C1505)

L8.24(A11,A66,B1401,B14,C08,C08) L8.29(A02,A33,B35,B57,C04,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.38(A30,A33,B14,B45,C08,C1601)

RR.610.121(A23,A68,B15,B45,C03,C08) L8.98(A33,A68,B15,B53,C03,C04)

F7.65(A24,A66,B35,B39,C04,C12) F7.40

L8.57(A23,A24,B15,B40,C02,C03) F7.74(A23,A33,B45,B53,C04,C16)

F7.65(A24,A66,B35,B39,C04,C12) CTR.11(A02,A25,B27,B37,C03,C06)

L8.119

L8.139

L8.18(A26,A6802,B07,B53,C07,C07)

L8.98(A33,A68,B15,B53,C03,C04)

M1.31(A02,A33,B15,B44,C03,C14)

F7.78

FL-REF(A0301,A24,B07,B15,C01,C07)

GB.720.116

HC.661.005(A33,A33,B07,B58)

L8.116(A02,A26,B08,B40,C03,C07)

L8.119

L8.128

L8.21(A23,A33,B07,B53,C04,C07)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.29(A02,A33,B35,B57,C04,C07)

L8.42(A02,A33,B58,B82,C03,C07)

L8.98(A33,A68,B15,B53,C03,C04)

M1.31(A02,A33,B15,B44,C03,C14)
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1.7 Integrase

Figure 20: Integrase aa 1–100 (1/1)

10 20 30 40 50 60 70 80 90 100

FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFRef_B

---------D-------------------------------------------------------------V----------------------------HXB2R
FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFA02
FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFB07
FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFC03
FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFC04
FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFC06
FLDGIDKAQEEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKIILVAVHVASGYIEAEVIPAETGQETAYFC07

F7.23(A23,A30,B42,B57,C17,C17) AAA(A11,A68,B51,B57,C01,C12) L8.119 F7.30(A68,A74,B15,B50,C03,C06)

F7.26(A02,A23,B4501,B4901,C06,C07) F7.20(A23,A68,B15,B42,C02,C17) L8.138 F7.69(A68,A74,B50,B58,C06,C06)

L8.116(A02,A26,B08,B40,C03,C07) F7.25(A02,A31,B08,B51,C03,C07) L8.98(A33,A68,B15,B53,C03,C04) F7.77

L8.138 F7.35 RR.610.121(A23,A68,B15,B45,C03,C08) F7.81

L8.156 F7.52(A30,A68,B07,B1401,C07,C08) VC.911.206(A02,A0202,B18,B39,C05,C12) L8.107(A29,A68,B40,B52,C02,C15)

L8.19(A02,A23,B45,B45,C06,C06) F7.61(A30,A34,B15,B58,C03,C07) CN.641.114(A23,A3402,B44,B57) F7.69(A68,A74,B50,B58,C06,C06)

PR.LS.16 F7.64(A02,A02,B47,B51,C02,C07) F7.64(A02,A02,B47,B51,C02,C07) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.23(A23,A30,B42,B57,C17,C17) GB.720.116 F7.69(A68,A74,B50,B58,C06,C06) L8.128

L8.19(A02,A23,B45,B45,C06,C06) L8.118 L8.151

CR.0007t F7.65(A24,A66,B35,B39,C04,C12) L8.61(A02,A02,B40,B44)

F7.55 L8.139 JA.01.1411j(A01,A26,B38,B57,C06,C12)

CR.0007t CN.641.114(A23,A3402,B44,B57)

F7.50(A26,A68,B15,B38,C01,C12) CR.0007t

F7.55 F7.01

JA.01.1411j(A01,A26,B38,B57,C06,C12) F7.24(A02,A11,B38,B44,C12,C1601)

L8.27(A02,A33,B07,B44,C03,C1505) F7.65(A24,A66,B35,B39,C04,C12)

L8.37(A29,A32,B07,B44,C0702,C1601) F7.80

L8.45(A02,A68,B15,B44,C05,C14) F7.81

L8.13(A02,A26,B35,B51,C12,C1502) JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.156 L8.113(A02,A23,B44,B58,C04,C06)

L8.21(A23,A33,B07,B53,C04,C07) L8.13(A02,A26,B35,B51,C12,C1502)

L8.25(A02,A33,B07,B45,C1505,C1601) L8.145

L8.27(A02,A33,B07,B44,C03,C1505) L8.156

L8.33(A01,A30,B07,B42,C1505,C17) L8.27(A02,A33,B07,B44,C03,C1505)

L8.34(A01,A02,B44,B51,C07,C1601) L8.34(A01,A02,B44,B51,C07,C1601)

L8.60(A23,A33,B07,B35,C04,C15) L8.37(A29,A32,B07,B44,C0702,C1601)

L8.99(A24,A26,B51,B58,C06,C15) L8.99(A24,A26,B51,B58,C06,C15)

L8.23(A23,A32,B18,B8101,C07,C08) L8.116(A02,A26,B08,B40,C03,C07)

L8.119

L8.122(A29,A68,B44,B58,C06,C1601)

L8.145

L8.151

L8.27(A02,A33,B07,B44,C03,C1505)

L8.45(A02,A68,B15,B44,C05,C14)

L8.52(A31,A68,B53,B57,C04,C07)

L8.98(A33,A68,B15,B53,C03,C04)
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24 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 21: Integrase aa 101–200 (1/2)

110 120 130 140 150 160 170 180 190 200

LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIRef_B

----------------------GA--R-------------------------------------------------------------------------HXB2R
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIA02
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIB07
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC03
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC04
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC06
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC07

F7.30(A68,A74,B15,B50,C03,C06) F7.23(A23,A30,B42,B57,C17,C17) F7.78 CTR.10(A11,A25,B08,B27,C02,C07)

F7.69(A68,A74,B50,B58,C06,C06) F7.61(A30,A34,B15,B58,C03,C07) F7.81 CTR.11(A02,A25,B27,B37,C03,C06)

F7.77 F7.78 L8.29(A02,A33,B35,B57,C04,C07) DB.630.313(A01,A33,B14,B15,C02,C08)

F7.81 L8.130 L8.32 F7.04

L8.107(A29,A68,B40,B52,C02,C15) L8.134(A01,A03,B08,B5801,C07,C07) L8.60(A23,A33,B07,B35,C04,C15) F7.17(A01,A74,B15,B53,C02,C04)

L8.116(A02,A26,B08,B40,C03,C07) F7.04 CN.641.114(A23,A3402,B44,B57) CTR.10(A11,A25,B08,B27,C02,C07)

L8.119 F7.40 F7.36(A02,A24,B0720,B44,C05,C07) F7.68(A02,A02,B15,B53,C03,C04)

L8.122(A29,A68,B44,B58,C06,C1601) F7.19(A01,A02,B51,B57,C07,C1601) CN.641.114(A23,A3402,B44,B57) F7.06(C06,C1602)

L8.145 F7.64(A02,A02,B47,B51,C02,C07) F7.14(A23,A74,B08,B14,C07,C08) F7.77

L8.151 L8.117 F7.23(A23,A30,B42,B57,C17,C17) L8.116(A02,A26,B08,B40,C03,C07)

L8.27(A02,A33,B07,B44,C03,C1505) L8.18(A26,A6802,B07,B53,C07,C07) F7.36(A02,A24,B0720,B44,C05,C07) L8.151

L8.45(A02,A68,B15,B44,C05,C14) L8.24(A11,A66,B1401,B14,C08,C08) F7.40 L8.57(A23,A24,B15,B40,C02,C03)

L8.52(A31,A68,B53,B57,C04,C07) L8.99(A24,A26,B51,B58,C06,C15) F7.78

L8.98(A33,A68,B15,B53,C03,C04) MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.05(A2,A24,B07,B44,C05,C0702)

F7.69(A68,A74,B50,B58,C06,C06) L8.130 CN.641.114(A23,A3402,B44,B57)

FL-REF(A0301,A24,B07,B15,C01,C07) M1.31(A02,A33,B15,B44,C03,C14) F7.20(A23,A68,B15,B42,C02,C17)

L8.128 F7.78 F7.77

FL-REF(A0301,A24,B07,B15,C01,C07) F7.81 F7.84

L8.18(A26,A6802,B07,B53,C07,C07) L8.05(A2,A24,B07,B44,C05,C0702) L8.116(A02,A26,B08,B40,C03,C07)

L8.24(A11,A66,B1401,B14,C08,C08) L8.124(A02,A29,B14,B58,C07,C08) L8.151

L8.53(A02,A02,B18,B58,C03,C05) L8.155 L8.57(A23,A24,B15,B40,C02,C03)

L8.79(A02,A32,B15,B44,C05,C07) L8.29(A02,A33,B35,B57,C04,C07) L8.62(A02,A03,B35,B4901,C07,C1601)

M1.34(A02,A11,B35,B44,C04,C05) L8.60(A23,A33,B07,B35,C04,C15) MS.01.4760i(A25,A32,B08,B14,C07,C08)

AS01.01601 L8.11(A2,A23,B45,B58,C07,C1601)

L8.121 L8.124(A02,A29,B14,B58,C07,C08)

L8.157 L8.128

L8.24(A11,A66,B1401,B14,C08,C08) L8.138

L8.154

L8.155

L8.29(A02,A33,B35,B57,C04,C07)

PR.LS.16

VC.911.206(A02,A0202,B18,B39,C05,C12)

F7.09(A02,A32,B07,B07,C07,C07)

F7.23(A23,A30,B42,B57,C17,C17)

F7.30(A68,A74,B15,B50,C03,C06)

F7.42(A03,A31,B44,B57,C07,C16)

F7.54

F7.69(A68,A74,B50,B58,C06,C06)

F7.74(A23,A33,B45,B53,C04,C16)

F7.78

F7.88

FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.117

L8.130

L8.158

L8.18(A26,A6802,B07,B53,C07,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.29(A02,A33,B35,B57,C04,C07)

L8.52(A31,A68,B53,B57,C04,C07)

L8.77(A01,A29,B41,B53,C04,C07)

L8.96

L8.98(A33,A68,B15,B53,C03,C04)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

F7.49

F7.69(A68,A74,B50,B58,C06,C06)

L8.06(A02,A6802,B07,B15,C02,C0702)

L8.09(A29,A74,B15,B44,C02,C1601)

L8.144
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Figure 22: Integrase aa 101–200 (2/2)

110 120 130 140 150 160 170 180 190 200

LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIRef_B

----------------------GA--R-------------------------------------------------------------------------HXB2R
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIA02
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIB07
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC03
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC04
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC06
LLKLAGRWPVKTIHTDNGSNFTSTTVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERIC07

L8.44(A02,A74,B07,B15)

L8.57(A23,A24,B15,B40,C02,C03)

M1.24(A11,A11,B27,B38,C01,C12)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

Figure 23: Integrase aa 201–288 (1/1)

210 220 230 240 250 260 270 280

VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDRef_B

-------------------------------N--------------------------------------------------------HXB2R
VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDA02
VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDB07
VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDC03
VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDC04
VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDC06
VDIIATDIQTKELQKQITKIQNFRVYYRDSRDPLWKGPAKLLWKGEGAVVIQDNSDIKVVPRRKAKIIRDYGKQMAGDDCVASRQDEDC07

CTR.10(A11,A25,B08,B27,C02,C07) CR.0007t F7.50(A26,A68,B15,B38,C01,C12)

F7.68(A02,A02,B15,B53,C03,C04) DB.630.313(A01,A33,B14,B15,C02,C08) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.77 F7.04 L8.128

F7.84 F7.05(A01,A23,B08,B15,C02,C07) PP.701.121(A23,A33,B4901,B58)

L8.116(A02,A26,B08,B40,C03,C07) F7.09(A02,A32,B07,B07,C07,C07) AP.610.608(A03,A30,B07,B42,C07,C17)

L8.151 F7.24(A02,A11,B38,B44,C12,C1601) DB.630.313(A01,A33,B14,B15,C02,C08)

L8.57(A23,A24,B15,B40,C02,C03) F7.40 F7.04

L8.62(A02,A03,B35,B4901,C07,C1601) F7.50(A26,A68,B15,B38,C01,C12) F7.05(A01,A23,B08,B15,C02,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.69(A68,A74,B50,B58,C06,C06) F7.17(A01,A74,B15,B53,C02,C04)

F7.06(C06,C1602) CR.0007t F7.20(A23,A68,B15,B42,C02,C17)

F7.77 F7.24(A02,A11,B38,B44,C12,C1601) F7.23(A23,A30,B42,B57,C17,C17)

L8.116(A02,A26,B08,B40,C03,C07) F7.50(A26,A68,B15,B38,C01,C12) F7.35

L8.151 L8.36(A26,A33,B38,B4901,C07,C12) F7.40

L8.57(A23,A24,B15,B40,C02,C03) L8.57(A23,A24,B15,B40,C02,C03) L8.116(A02,A26,B08,B40,C03,C07)

AS01.01601 F7.49

DB.630.313(A01,A33,B14,B15,C02,C08) F7.55

F7.52(A30,A68,B07,B1401,C07,C08) F7.62(A01,A02,B07,B3512,C04,C07)

L8.124(A02,A29,B14,B58,C07,C08) F7.68(A02,A02,B15,B53,C03,C04)

L8.151 GB.720.116

L8.24(A11,A66,B1401,B14,C08,C08) L8.01(A23,A26,B38,B42,C12,C17)

L8.44(A02,A74,B07,B15) L8.06(A02,A6802,B07,B15,C02,C0702)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.10(A2,A30,B07,B78,C0702,C1601)

CTR.11(A02,A25,B27,B37,C03,C06) L8.128

F7.09(A02,A32,B07,B07,C07,C07) L8.134(A01,A03,B08,B5801,C07,C07)

F7.40 L8.154

F7.65(A24,A66,B35,B39,C04,C12) L8.44(A02,A74,B07,B15)

L8.114 L8.57(A23,A24,B15,B40,C02,C03)

L8.116(A02,A26,B08,B40,C03,C07) MF.480.521

L8.15(A02,A30,B15,B41,C03,C06) AP.610.608(A03,A30,B07,B42,C07,C17)

L8.158 F7.23(A23,A30,B42,B57,C17,C17)

L8.23(A23,A32,B18,B8101,C07,C08) F7.35

L8.37(A29,A32,B07,B44,C0702,C1601) F7.55

L8.46(A23,A32,B35,B45,C04,C17) GB.720.116

MS.01.4760i(A25,A32,B08,B14,C07,C08) KB.880.202(A02,A0308?,B4201,B58,C06,C17)

JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.01(A23,A26,B38,B42,C12,C17)

L8.114 L8.116(A02,A26,B08,B40,C03,C07)

L8.158 MF.480.521

L8.23(A23,A32,B18,B8101,C07,C08)

L8.36(A26,A33,B38,B4901,C07,C12)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.46(A23,A32,B35,B45,C04,C17)

MS.01.4760i(A25,A32,B08,B14,C07,C08)
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26 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.8 Vif

Figure 24: Vif aa 1–100 (1/1)

10 20 30 40 50 60 70 80 90 100

MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPRef_B

------------------------------V----R----------P-----------------------------------Q-----------------HXB2R
MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPA02
MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPB07
MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPC03
MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPC04
MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPC06
MENRWQVMIVWQVDRMRIRTWKSLVKHHMYISGKAKGWFYRHHYESTHPRISSEVHIPLGDARLVITTYWGLHTGERDWHLGGGVSIEWRKKRYSTQVDPC07

F7.84 F7.54 FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.68(A02,A02,B15,B53,C03,C04)

L8.113(A02,A23,B44,B58,C04,C06) L8.134(A01,A03,B08,B5801,C07,C07) L8.29(A02,A33,B35,B57,C04,C07) F7.81

L8.118 F7.09(A02,A32,B07,B07,C07,C07) FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.139 F7.23(A23,A30,B42,B57,C17,C17) L8.134(A01,A03,B08,B5801,C07,C07)

FL-REF(A0301,A24,B07,B15,C01,C07) F7.62(A01,A02,B07,B3512,C04,C07) L8.29(A02,A33,B35,B57,C04,C07)

L8.128 F7.88 L8.134(A01,A03,B08,B5801,C07,C07)

L8.154 L8.119 F7.68(A02,A02,B15,B53,C03,C04)

F7.10(A03,A36,B35,B44,C04,C05) F7.09(A02,A32,B07,B07,C07,C07) F7.81

F7.64(A02,A02,B47,B51,C02,C07) F7.62(A01,A02,B07,B3512,C04,C07) L8.130

F7.80 FL-REF(A0301,A24,B07,B15,C01,C07) L8.134(A01,A03,B08,B5801,C07,C07)

FL-REF(A0301,A24,B07,B15,C01,C07) L8.107(A29,A68,B40,B52,C02,C15) F7.88

JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.128 L8.128

L8.118 L8.18(A26,A6802,B07,B53,C07,C07) L8.130

L8.130 L8.23(A23,A32,B18,B8101,C07,C08) L8.134(A01,A03,B08,B5801,C07,C07)

L8.134(A01,A03,B08,B5801,C07,C07) L8.44(A02,A74,B07,B15) L8.139

L8.136 L8.77(A01,A29,B41,B53,C04,C07) L8.45(A02,A68,B15,B44,C05,C14)

L8.154 MF.480.521 L8.73(A01,A68,B15,B58,C03,C06)

L8.38(A30,A33,B14,B45,C08,C1601) L8.118

L8.99(A24,A26,B51,B58,C06,C15) L8.139

PP.701.121(A23,A33,B4901,B58) L8.21(A23,A33,B07,B53,C04,C07)

F7.25(A02,A31,B08,B51,C03,C07) L8.29(A02,A33,B35,B57,C04,C07)

F7.66(A24,A30,B15,B42,C03,C17) L8.52(A31,A68,B53,B57,C04,C07)

L8.18(A26,A6802,B07,B53,C07,C07) L8.62(A02,A03,B35,B4901,C07,C1601)

L8.128

L8.130

L8.138

L8.18(A26,A6802,B07,B53,C07,C07)

L8.19(A02,A23,B45,B45,C06,C06)

L8.44(A02,A74,B07,B15)

L8.60(A23,A33,B07,B35,C04,C15)

L8.77(A01,A29,B41,B53,C04,C07)

MF.480.521

PR.LS.14(A02,A03,B07,B44,C05,C07)

L8.77(A01,A29,B41,B53,C04,C07)

L8.99(A24,A26,B51,B58,C06,C15)
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1.8 Vif 27

Figure 25: Vif aa 101–192 (1/1)

110 120 130 140 150 160 170 180 190

DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHRef_B

E---------------D----K-L--------------------------------------------------------------------HXB2R
DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHA02
DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHB07
DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHC03
DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHC04
DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHC06
DLADQLIHLYYFDCFSESAIRNAILGHIVSPRCEYQAGHNKVGSLQYLALAALITPKKIKPPLPSVTKLTEDRWNKPQKTKGHRGSHTMNGHC07

F7.68(A02,A02,B15,B53,C03,C04) F7.20(A23,A68,B15,B42,C02,C17) JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.156

F7.81 F7.77 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.130 L8.129 L8.129

L8.134(A01,A03,B08,B5801,C07,C07) F7.20(A23,A68,B15,B42,C02,C17) FCH.2000-06(A11,A11,B14,B57,C06,C08)

F7.68(A02,A02,B15,B53,C03,C04) F7.30(A68,A74,B15,B50,C03,C06) JA.01.1411j(A01,A26,B38,B57,C06,C12)

F7.81 F7.69(A68,A74,B50,B58,C06,C06) L8.117

F7.88 F7.77 L8.119

L8.128 L8.116(A02,A26,B08,B40,C03,C07) L8.130

L8.130 L8.130 L8.23(A23,A32,B18,B8101,C07,C08)

L8.134(A01,A03,B08,B5801,C07,C07) MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.52(A30,A68,B07,B1401,C07,C08)

L8.139 L8.27(A02,A33,B07,B44,C03,C1505)

L8.45(A02,A68,B15,B44,C05,C14) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.73(A01,A68,B15,B58,C03,C06) L8.124(A02,A29,B14,B58,C07,C08)

F7.26(A02,A23,B4501,B4901,C06,C07)

F7.88

L8.127

L8.128

L8.129

L8.130

L8.134(A01,A03,B08,B5801,C07,C07)

L8.154

L8.158

L8.29(A02,A33,B35,B57,C04,C07)

L8.45(A02,A68,B15,B44,C05,C14)

L8.79(A02,A32,B15,B44,C05,C07)

L8.130
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28 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.9 Vpr

Figure 26: Vpr aa 1–96 (1/2)

10 20 30 40 50 60 69 79 89

MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSRef_B

--------------H-------------------------G--------------------------L--------R-----V-R-----------HXB2R
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSA02
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSB07
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC03
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC04
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC06
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC07

F7.09(A02,A32,B07,B07,C07,C07) DB.630.313(A01,A33,B14,B15,C02,C08) F7.06(C06,C1602)

F7.23(A23,A30,B42,B57,C17,C17) F7.09(A02,A32,B07,B07,C07,C07) F7.30(A68,A74,B15,B50,C03,C06)

F7.50(A26,A68,B15,B38,C01,C12) F7.23(A23,A30,B42,B57,C17,C17) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.116(A02,A26,B08,B40,C03,C07) F7.40 L8.128

L8.128 F7.55 CTR.10(A11,A25,B08,B27,C02,C07)

L8.23(A23,A32,B18,B8101,C07,C08) FL-REF(A0301,A24,B07,B15,C01,C07) FL-REF(A0301,A24,B07,B15,C01,C07)

CR.0007t F7.09(A02,A32,B07,B07,C07,C07) CTR.10(A11,A25,B08,B27,C02,C07)

DB.630.313(A01,A33,B14,B15,C02,C08) F7.24(A02,A11,B38,B44,C12,C1601) MS.01.4760i(A25,A32,B08,B14,C07,C08)

F7.04 F7.50(A26,A68,B15,B38,C01,C12)

F7.09(A02,A32,B07,B07,C07,C07) F7.55

F7.55 F7.62(A01,A02,B07,B3512,C04,C07)

F7.62(A01,A02,B07,B3512,C04,C07) F7.84

F7.64(A02,A02,B47,B51,C02,C07) L8.129

L8.116(A02,A26,B08,B40,C03,C07) L8.130

L8.139 L8.151

L8.153 L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08) L8.23(A23,A32,B18,B8101,C07,C08)

L8.53(A02,A02,B18,B58,C03,C05) L8.34(A01,A02,B44,B51,C07,C1601)

DB.630.313(A01,A33,B14,B15,C02,C08) DB.630.313(A01,A33,B14,B15,C02,C08)

F7.23(A23,A30,B42,B57,C17,C17) F7.09(A02,A32,B07,B07,C07,C07)

L8.116(A02,A26,B08,B40,C03,C07) F7.55

L8.21(A23,A33,B07,B53,C04,C07) F7.69(A68,A74,B50,B58,C06,C06)

L8.23(A23,A32,B18,B8101,C07,C08) F7.77

CTR.11(A02,A25,B27,B37,C03,C06) CTR.11(A02,A25,B27,B37,C03,C06)

DB.630.313(A01,A33,B14,B15,C02,C08) F7.09(A02,A32,B07,B07,C07,C07)

F7.09(A02,A32,B07,B07,C07,C07) F7.40

F7.23(A23,A30,B42,B57,C17,C17) F7.50(A26,A68,B15,B38,C01,C12)

F7.30(A68,A74,B15,B50,C03,C06) F7.55

F7.40 F7.62(A01,A02,B07,B3512,C04,C07)

F7.55 F7.77

F7.62(A01,A02,B07,B3512,C04,C07) F7.80

F7.74(A23,A33,B45,B53,C04,C16) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.78 L8.116(A02,A26,B08,B40,C03,C07)

F7.81 L8.128

F7.84

FL-REF(A0301,A24,B07,B15,C01,C07)

GB.720.116

JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.01(A23,A26,B38,B42,C12,C17)

L8.116(A02,A26,B08,B40,C03,C07)

L8.117

L8.119

L8.128

L8.130

L8.145

L8.151

L8.18(A26,A6802,B07,B53,C07,C07)

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.25(A02,A33,B07,B45,C1505,C1601)

L8.36(A26,A33,B38,B4901,C07,C12)

L8.38(A30,A33,B14,B45,C08,C1601)

L8.42(A02,A33,B58,B82,C03,C07)

L8.45(A02,A68,B15,B44,C05,C14)

L8.52(A31,A68,B53,B57,C04,C07)

L8.60(A23,A33,B07,B35,C04,C15)

L8.77(A01,A29,B41,B53,C04,C07)

L8.98(A33,A68,B15,B53,C03,C04)
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1.9 Vpr 29

Figure 27: Vpr aa 1–96 (2/2)

10 20 30 40 50 60 69 79 89

MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSRef_B

--------------H-------------------------G--------------------------L--------R-----V-R-----------HXB2R
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSA02
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSB07
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC03
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC04
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC06
MEQAPEDQGPQREPYNEWTLELLEELKNEAVRHFPRIWLHSLGQHIYETYGDTWAGVEAIIRILQQL.FIHFRIGCQHSRIGITQQRRARNGASRSC07

M1.31(A02,A33,B15,B44,C03,C14)

MDL.AC81(A2,A74,B51,B53,C04,C14)

MF.480.521

L8.128

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.45(A02,A68,B15,B44,C05,C14)

MF.480.521

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.50(A03,A24,B44,B44,C1403,C1601)

L8.52(A31,A68,B53,B57,C04,C07)

L8.98(A33,A68,B15,B53,C03,C04)

M1.31(A02,A33,B15,B44,C03,C14)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

FL-REF(A0301,A24,B07,B15,C01,C07)

L8.128

L8.129

L8.151

L8.18(A26,A6802,B07,B53,C07,C07)

L8.21(A23,A33,B07,B53,C04,C07)

L8.60(A23,A33,B07,B35,C04,C15)

L8.98(A33,A68,B15,B53,C03,C04)

September 30, 2003



30 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.10 Tat

Figure 28: Tat aa 1–100 (1/1)

10 20 30 40 50 60 70 80 90 100

MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVRef_B

--------------------------------------I--A----------------H-N-----A------T------------X------------FHXB2R
MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVA02
MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVB07
MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVC03
MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVC04
MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVC06
MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCFHCQVCFTTKGLGISYGRKKRRQRRRAPQDSQTHQVSLSKQPASQPRGDPTGPKESKKKVERETETDPVC07

F7.17(A01,A74,B15,B53,C02,C04) CR.0007t F7.63(A24,A30,B15,B18,C01,C07)

F7.54 CTR.11(A02,A25,B27,B37,C03,C06) L8.139

F7.68(A02,A02,B15,B53,C03,C04) DB.630.313(A01,A33,B14,B15,C02,C08) L8.57(A23,A24,B15,B40,C02,C03)

F7.78 F7.05(A01,A23,B08,B15,C02,C07) L8.130

F7.88 F7.17(A01,A74,B15,B53,C02,C04) L8.130

L8.130 F7.25(A02,A31,B08,B51,C03,C07)

L8.18(A26,A6802,B07,B53,C07,C07) F7.26(A02,A23,B4501,B4901,C06,C07)

L8.52(A31,A68,B53,B57,C04,C07) F7.41

L8.77(A01,A29,B41,B53,C04,C07) F7.49

MF.480.521 F7.64(A02,A02,B47,B51,C02,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.07(A02,A31,B35,B51,C04,C1601)

CTR.10(A11,A25,B08,B27,C02,C07) F7.64(A02,A02,B47,B51,C02,C07)

F7.07(A29,A30,B15,B35,C02,C04) L8.52(A31,A68,B53,B57,C04,C07)

F7.42(A03,A31,B44,B57,C07,C16) F7.35

CTR.10(A11,A25,B08,B27,C02,C07) F7.63(A24,A30,B15,B18,C01,C07)

L8.52(A31,A68,B53,B57,C04,C07) L8.139

L8.09(A29,A74,B15,B44,C02,C1601)

L8.134(A01,A03,B08,B5801,C07,C07)

L8.24(A11,A66,B1401,B14,C08,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.29(A02,A33,B35,B57,C04,C07)

L8.36(A26,A33,B38,B4901,C07,C12)

L8.42(A02,A33,B58,B82,C03,C07)

L8.44(A02,A74,B07,B15)

L8.45(A02,A68,B15,B44,C05,C14)

L8.57(A23,A24,B15,B40,C02,C03)

L8.60(A23,A33,B07,B35,C04,C15)

L8.77(A01,A29,B41,B53,C04,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

PR.LS.16

DB.630.313(A01,A33,B14,B15,C02,C08)

F7.05(A01,A23,B08,B15,C02,C07)

F7.17(A01,A74,B15,B53,C02,C04)

F7.25(A02,A31,B08,B51,C03,C07)

F7.26(A02,A23,B4501,B4901,C06,C07)

F7.40

F7.49

F7.69(A68,A74,B50,B58,C06,C06)

L8.07(A02,A31,B35,B51,C04,C1601)

L8.09(A29,A74,B15,B44,C02,C1601)

L8.118

L8.134(A01,A03,B08,B5801,C07,C07)

L8.18(A26,A6802,B07,B53,C07,C07)

L8.24(A11,A66,B1401,B14,C08,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.44(A02,A74,B07,B15)

L8.52(A31,A68,B53,B57,C04,C07)

L8.57(A23,A24,B15,B40,C02,C03)

L8.60(A23,A33,B07,B35,C04,C15)

L8.77(A01,A29,B41,B53,C04,C07)

MF.480.521

PR.LS.16

L8.23(A23,A32,B18,B8101,C07,C08)
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1.10 Tat 31

Figure 29: Tat aa 101–102 (1/1)

102

DQRef_B

-.HXB2R
DQA02
DQB07
DQC03
DQC04
DQC06
DQC07
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32 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.11 Rev

Figure 30: Rev aa 1–100 (1/1)

10 20 30 40 50 60 70 80 90 100

MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPRef_B

------------IR------L--------N----------------------H---ER--G-----S---------------------------------HXB2R
MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPA02
MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPB07
MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPC03
MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPC04
MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPC06
MAGRSGDSDEELLKTVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRERQRQIRSISGWILSTYLGRPAEPVPLQLPPLERLTLDCNEDCGTSGTQGVGSPC07

F7.69(A68,A74,B50,B58,C06,C06) FL-REF(A0301,A24,B07,B15,C01,C07) F7.09(A02,A32,B07,B07,C07,C07) F7.69(A68,A74,B50,B58,C06,C06)

L8.23(A23,A32,B18,B8101,C07,C08) FL-REF(A0301,A24,B07,B15,C01,C07) F7.25(A02,A31,B08,B51,C03,C07) F7.63(A24,A30,B15,B18,C01,C07)

AAA(A11,A68,B51,B57,C01,C12) L8.129 F7.50(A26,A68,B15,B38,C01,C12) F7.74(A23,A33,B45,B53,C04,C16)

F7.09(A02,A32,B07,B07,C07,C07) F7.07(A29,A30,B15,B35,C02,C04) F7.20(A23,A68,B15,B42,C02,C17)

F7.10(A03,A36,B35,B44,C04,C05) F7.40 F7.62(A01,A02,B07,B3512,C04,C07)

F7.61(A30,A34,B15,B58,C03,C07) FL-REF(A0301,A24,B07,B15,C01,C07) F7.78

F7.63(A24,A30,B15,B18,C01,C07) L8.11(A2,A23,B45,B58,C07,C1601) F7.69(A68,A74,B50,B58,C06,C06)

F7.68(A02,A02,B15,B53,C03,C04) L8.134(A01,A03,B08,B5801,C07,C07) L8.121

F7.78 F7.50(A26,A68,B15,B38,C01,C12) L8.19(A02,A23,B45,B45,C06,C06)

F7.81 FL-REF(A0301,A24,B07,B15,C01,C07) M1.34(A02,A11,B35,B44,C04,C05)

JA.01.1411j(A01,A26,B38,B57,C06,C12) L8.121

L8.130 L8.37(A29,A32,B07,B44,C0702,C1601)

L8.139 L8.77(A01,A29,B41,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08) F7.55

L8.37(A29,A32,B07,B44,C0702,C1601) F7.63(A24,A30,B15,B18,C01,C07)

L8.42(A02,A33,B58,B82,C03,C07) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.46(A23,A32,B35,B45,C04,C17) L8.107(A29,A68,B40,B52,C02,C15)

L8.52(A31,A68,B53,B57,C04,C07) L8.118

L8.60(A23,A33,B07,B35,C04,C15) L8.18(A26,A6802,B07,B53,C07,C07)

PP.701.121(A23,A33,B4901,B58) L8.21(A23,A33,B07,B53,C04,C07)

AS01.04024 L8.23(A23,A32,B18,B8101,C07,C08)

F7.33(A02,A30,B35,B35,C04,C04) L8.34(A01,A02,B44,B51,C07,C1601)

F7.54 L8.77(A01,A29,B41,B53,C04,C07)

F7.61(A30,A34,B15,B58,C03,C07)

F7.63(A24,A30,B15,B18,C01,C07)

F7.64(A02,A02,B47,B51,C02,C07)

F7.68(A02,A02,B15,B53,C03,C04)

F7.78

F7.80

F7.81

L8.127

L8.130

L8.153

L8.27(A02,A33,B07,B44,C03,C1505)

L8.45(A02,A68,B15,B44,C05,C14)

L8.46(A23,A32,B35,B45,C04,C17)

L8.52(A31,A68,B53,B57,C04,C07)

L8.60(A23,A33,B07,B35,C04,C15)

F7.54
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1.11 Rev 33

Figure 31: Rev aa 101–116 (1/1)

110

QILVESPAVLESGTKEERef_B

-------T--------.HXB2R
QILVESPAVLESGTKEEA02
QILVESPAVLESGTKEEB07
QILVESPAVLESGTKEEC03
QILVESPAVLESGTKEEC04
QILVESPAVLESGTKEEC06
QILVESPAVLESGTKEEC07

F7.69(A68,A74,B50,B58,C06,C06)

F7.63(A24,A30,B15,B18,C01,C07)

F7.74(A23,A33,B45,B53,C04,C16)

L8.19(A02,A23,B45,B45,C06,C06)

M1.34(A02,A11,B35,B44,C04,C05)

F7.63(A24,A30,B15,B18,C01,C07)

F7.64(A02,A02,B47,B51,C02,C07)

L8.19(A02,A23,B45,B45,C06,C06)

L8.77(A01,A29,B41,B53,C04,C07)
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34 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.12 Vpu

Figure 32: Vpu aa 1–82 (1/1)

10 20 30 40 50 60 70 76

MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLRef_B

T-PIP-V--------I----------I------------------LI------------EI...------GVEM-----------HXB2R
MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLA02
MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLB07
MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLC03
MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLC04
MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLC06
MQSLQILAIVALVVAAIIAIVVWSIVFIEYRKILRQRKIDRLIDRIRERAEDSGNESEGDQEELSALVEM....GHHAPWDVDDLC07

CN.641.114(A23,A3402,B44,B57) F7.69(A68,A74,B50,B58,C06,C06) CN.641.114(A23,A3402,B44,B57)

CN.641.114(A23,A3402,B44,B57) CN.641.114(A23,A3402,B44,B57)

F7.50(A26,A68,B15,B38,C01,C12) F7.63(A24,A30,B15,B18,C01,C07)

FL-REF(A0301,A24,B07,B15,C01,C07) F7.66(A24,A30,B15,B42,C03,C17)

L8.129 L8.10(A2,A30,B07,B78,C0702,C1601)

F7.50(A26,A68,B15,B38,C01,C12) L8.145

FL-REF(A0301,A24,B07,B15,C01,C07) L8.21(A23,A33,B07,B53,C04,C07)

L8.29(A02,A33,B35,B57,C04,C07) L8.23(A23,A32,B18,B8101,C07,C08)

L8.60(A23,A33,B07,B35,C04,C15) F7.10(A03,A36,B35,B44,C04,C05)

M1.31(A02,A33,B15,B44,C03,C14) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.42(A02,A33,B58,B82,C03,C07) L8.145

F7.55

F7.66(A24,A30,B15,B42,C03,C17)

L8.21(A23,A33,B07,B53,C04,C07)
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1.13 gp160 35

1.13 gp160

Figure 33: gp160 aa 1–100 (1/2)

10 17 26 36 46 56 66 76 86 96

MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKRef_B

----...EK--------WRWG------------T-K-------------------------K---------------------------V----------HXB2R
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKA02
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKB07
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC03
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC04
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC06
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC07

F7.80 CTR.11(A02,A25,B27,B37,C03,C06) F7.50(A26,A68,B15,B38,C01,C12) CTR.11(A02,A25,B27,B37,C03,C06)

JA.01.1411j(A01,A26,B38,B57,C06,C12) F7.23(A23,A30,B42,B57,C17,C17) L8.130 F7.62(A01,A02,B07,B3512,C04,C07)

L8.52(A31,A68,B53,B57,C04,C07) F7.74(A23,A33,B45,B53,C04,C16) L8.21(A23,A33,B07,B53,C04,C07) MS.01.4760i(A25,A32,B08,B14,C07,C08)

CTR.11(A02,A25,B27,B37,C03,C06) CS.520.604 F7.62(A01,A02,B07,B3512,C04,C07) CR.0007t

F7.50(A26,A68,B15,B38,C01,C12) F7.01 L8.124(A02,A29,B14,B58,C07,C08) F7.26(A02,A23,B4501,B4901,C06,C07)

CTR.11(A02,A25,B27,B37,C03,C06) F7.06(C06,C1602) F7.74(A23,A33,B45,B53,C04,C16)

F7.42(A03,A31,B44,B57,C07,C16) F7.10(A03,A36,B35,B44,C04,C05) MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.154 F7.20(A23,A68,B15,B42,C02,C17) F7.50(A26,A68,B15,B38,C01,C12)

L8.23(A23,A32,B18,B8101,C07,C08) F7.26(A02,A23,B4501,B4901,C06,C07) L8.09(A29,A74,B15,B44,C02,C1601)

L8.34(A01,A02,B44,B51,C07,C1601) F7.65(A24,A66,B35,B39,C04,C12) L8.34(A01,A02,B44,B51,C07,C1601)

F7.77 L8.50(A03,A24,B44,B44,C1403,C1601)

HC.661.005(A33,A33,B07,B58) L8.77(A01,A29,B41,B53,C04,C07)

L8.107(A29,A68,B40,B52,C02,C15) L8.128

L8.116(A02,A26,B08,B40,C03,C07) L8.134(A01,A03,B08,B5801,C07,C07)

L8.118 L8.157

L8.119 L8.34(A01,A02,B44,B51,C07,C1601)

L8.122(A29,A68,B44,B58,C06,C1601) L8.73(A01,A68,B15,B58,C03,C06)

L8.128 CP.AC52

L8.130 F7.26(A02,A23,B4501,B4901,C06,C07)

L8.134(A01,A03,B08,B5801,C07,C07) F7.62(A01,A02,B07,B3512,C04,C07)

L8.154 F7.74(A23,A33,B45,B53,C04,C16)

L8.37(A29,A32,B07,B44,C0702,C1601) L8.119

L8.52(A31,A68,B53,B57,C04,C07) L8.130

L8.77(A01,A29,B41,B53,C04,C07) L8.134(A01,A03,B08,B5801,C07,C07)

MF.480.521 L8.139

F7.05(A01,A23,B08,B15,C02,C07) L8.21(A23,A33,B07,B53,C04,C07)

F7.20(A23,A68,B15,B42,C02,C17) L8.29(A02,A33,B35,B57,C04,C07)

F7.26(A02,A23,B4501,B4901,C06,C07) L8.60(A23,A33,B07,B35,C04,C15)

F7.30(A68,A74,B15,B50,C03,C06) L8.77(A01,A29,B41,B53,C04,C07)

F7.65(A24,A66,B35,B39,C04,C12) MS.01.4760i(A25,A32,B08,B14,C07,C08)

F7.66(A24,A30,B15,B42,C03,C17)

F7.74(A23,A33,B45,B53,C04,C16)

F7.77

F7.84

F7.88

HC.661.005(A33,A33,B07,B58)

L8.01(A23,A26,B38,B42,C12,C17)

L8.118

L8.119

L8.127

L8.128

L8.130

L8.134(A01,A03,B08,B5801,C07,C07)

L8.138

L8.141

L8.15(A02,A30,B15,B41,C03,C06)

L8.153

L8.157

L8.19(A02,A23,B45,B45,C06,C06)

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.35(A24,A24,B0720,B40,C03,C0702)

L8.52(A31,A68,B53,B57,C04,C07)

L8.77(A01,A29,B41,B53,C04,C07)

MF.480.521

PP.701.121(A23,A33,B4901,B58)

PR.LS.14(A02,A03,B07,B44,C05,C07)

F7.01
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36 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 34: gp160 aa 1–100 (2/2)

10 17 26 36 46 56 66 76 86 96

MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKRef_B

----...EK--------WRWG------------T-K-------------------------K---------------------------V----------HXB2R
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKA02
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKB07
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC03
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC04
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC06
MRVKGIRKNYQHLWRWG....TMLLGMLMICSAAEQLWVTVYYGVPVWKEATTTLFCASDACAYDTEVHNVWATHACVPTDPNPQEVVLENVTENFNMWKC07

F7.06(C06,C1602)

F7.20(A23,A68,B15,B42,C02,C17)

F7.26(A02,A23,B4501,B4901,C06,C07)

F7.63(A24,A30,B15,B18,C01,C07)

F7.65(A24,A66,B35,B39,C04,C12)

F7.66(A24,A30,B15,B42,C03,C17)

F7.74(A23,A33,B45,B53,C04,C16)

F7.84

F7.88

JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.01(A23,A26,B38,B42,C12,C17)

L8.130

L8.19(A02,A23,B45,B45,C06,C06)

L8.21(A23,A33,B07,B53,C04,C07)

L8.34(A01,A02,B44,B51,C07,C1601)

L8.35(A24,A24,B0720,B40,C03,C0702)

L8.77(A01,A29,B41,B53,C04,C07)

F7.74(A23,A33,B45,B53,C04,C16)

JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.124(A02,A29,B14,B58,C07,C08)

L8.130

L8.50(A03,A24,B44,B44,C1403,C1601)

L8.52(A31,A68,B53,B57,C04,C07)

L8.77(A01,A29,B41,B53,C04,C07)

PR.LS.16

Figure 35: gp160 aa 101–200 (1/1)

106 116 126 136 146 155 165 175 185 195

NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNRef_B

-D----------------------------S-K----K-D---N----RMI-------------S----G-------F-----II-----T---K-T---HXB2R
NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNA02
NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNB07
NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNC03
NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNC04
NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNC06
NNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLNCTDLNNNTNTTSSSGEK.MEKGEIKNCSFNITTSIRDKVQKEYALFYKLDVVPIDNDNTSYRLISCNC07

CTR.11(A02,A25,B27,B37,C03,C06) F7.26(A02,A23,B4501,B4901,C06,C07) L8.122(A29,A68,B44,B58,C06,C1601) CTR.11(A02,A25,B27,B37,C03,C06)

F7.62(A01,A02,B07,B3512,C04,C07) L8.130 L8.98(A33,A68,B15,B53,C03,C04) F7.19(A01,A02,B51,B57,C07,C1601)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.151 F7.40 F7.26(A02,A23,B4501,B4901,C06,C07)

CR.0007t F7.55 F7.36(A02,A24,B0720,B44,C05,C07)

F7.26(A02,A23,B4501,B4901,C06,C07) F7.64(A02,A02,B47,B51,C02,C07) F7.41

F7.50(A26,A68,B15,B38,C01,C12) L8.124(A02,A29,B14,B58,C07,C08) F7.50(A26,A68,B15,B38,C01,C12)

L8.09(A29,A74,B15,B44,C02,C1601) L8.130 F7.54

L8.34(A01,A02,B44,B51,C07,C1601) L8.139 F7.62(A01,A02,B07,B3512,C04,C07)

L8.141 L8.96 F7.77

F7.40 L8.06(A02,A6802,B07,B15,C02,C0702)

L8.128 L8.07(A02,A31,B35,B51,C04,C1601)

L8.138 L8.107(A29,A68,B40,B52,C02,C15)

L8.33(A01,A30,B07,B42,C1505,C17) L8.127

L8.19(A02,A23,B45,B45,C06,C06) L8.139

L8.154

L8.25(A02,A33,B07,B45,C1505,C1601)

L8.34(A01,A02,B44,B51,C07,C1601)

L8.42(A02,A33,B58,B82,C03,C07)

L8.45(A02,A68,B15,B44,C05,C14)

L8.60(A23,A33,B07,B35,C04,C15)

M1.31(A02,A33,B15,B44,C03,C14)

M1.34(A02,A11,B35,B44,C04,C05)

PR.LS.16
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Figure 36: gp160 aa 201–300 (1/1)

205 215 225 235 245 255 265 275 285 295

TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTRef_B

--------------------------------N-T------------------------------------------V--------------T-------HXB2R
TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTA02
TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTB07
TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTC03
TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTC04
TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTC06
TSVITQACPKVSFEPIPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRPVVSTQLLLNGSLAEEEVVIRSENFTDNAKTIIVQLNESVEINCTC07

CTR.11(A02,A25,B27,B37,C03,C06) F7.74(A23,A33,B45,B53,C04,C16) CS.520.604 JA.01.1411j(A01,A26,B38,B57,C06,C12)

F7.19(A01,A02,B51,B57,C07,C1601) F7.50(A26,A68,B15,B38,C01,C12) L8.19(A02,A23,B45,B45,C06,C06) F7.09(A02,A32,B07,B07,C07,C07)

F7.26(A02,A23,B4501,B4901,C06,C07) F7.74(A23,A33,B45,B53,C04,C16) F7.30(A68,A74,B15,B50,C03,C06)

F7.36(A02,A24,B0720,B44,C05,C07) L8.19(A02,A23,B45,B45,C06,C06) JA.01.1411j(A01,A26,B38,B57,C06,C12)

F7.41 L8.45(A02,A68,B15,B44,C05,C14) L8.116(A02,A26,B08,B40,C03,C07)

F7.50(A26,A68,B15,B38,C01,C12) CS.520.604 L8.145

F7.54 F7.06(C06,C1602) L8.18(A26,A6802,B07,B53,C07,C07)

F7.62(A01,A02,B07,B3512,C04,C07) F7.66(A24,A30,B15,B42,C03,C17) L8.116(A02,A26,B08,B40,C03,C07)

F7.77 F7.74(A23,A33,B45,B53,C04,C16) L8.145

L8.06(A02,A6802,B07,B15,C02,C0702) L8.128 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.07(A02,A31,B35,B51,C04,C1601) L8.18(A26,A6802,B07,B53,C07,C07) L8.09(A29,A74,B15,B44,C02,C1601)

L8.107(A29,A68,B40,B52,C02,C15) L8.19(A02,A23,B45,B45,C06,C06) L8.58(A26,A74,B37,B4901,C06,C07)

L8.127 L8.21(A23,A33,B07,B53,C04,C07) L8.96

L8.139 L8.44(A02,A74,B07,B15) F7.36(A02,A24,B0720,B44,C05,C07)

L8.154 L8.60(A23,A33,B07,B35,C04,C15) F7.66(A24,A30,B15,B42,C03,C17)

L8.25(A02,A33,B07,B45,C1505,C1601) L8.128 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.34(A01,A02,B44,B51,C07,C1601) L8.18(A26,A6802,B07,B53,C07,C07) L8.05(A2,A24,B07,B44,C05,C0702)

L8.42(A02,A33,B58,B82,C03,C07) L8.21(A23,A33,B07,B53,C04,C07) L8.09(A29,A74,B15,B44,C02,C1601)

L8.45(A02,A68,B15,B44,C05,C14) L8.44(A02,A74,B07,B15) L8.18(A26,A6802,B07,B53,C07,C07)

L8.60(A23,A33,B07,B35,C04,C15) L8.60(A23,A33,B07,B35,C04,C15) L8.37(A29,A32,B07,B44,C0702,C1601)

M1.31(A02,A33,B15,B44,C03,C14) L8.124(A02,A29,B14,B58,C07,C08) L8.58(A26,A74,B37,B4901,C06,C07)

M1.34(A02,A11,B35,B44,C04,C05)

PR.LS.16

CTR.11(A02,A25,B27,B37,C03,C06)

F7.06(C06,C1602)

F7.26(A02,A23,B4501,B4901,C06,C07)

F7.41

F7.62(A01,A02,B07,B3512,C04,C07)

F7.66(A24,A30,B15,B42,C03,C17)

F7.77

L8.07(A02,A31,B35,B51,C04,C1601)

L8.124(A02,A29,B14,B58,C07,C08)

L8.127

L8.139

L8.152

L8.154

L8.42(A02,A33,B58,B82,C03,C07)

L8.45(A02,A68,B15,B44,C05,C14)

PR.LS.16

F7.01

F7.62(A01,A02,B07,B3512,C04,C07)

F7.74(A23,A33,B45,B53,C04,C16)

L8.138

L8.139

L8.42(A02,A33,B58,B82,C03,C07)

AAA(A11,A68,B51,B57,C01,C12)

F7.50(A26,A68,B15,B38,C01,C12)

F7.55

F7.66(A24,A30,B15,B42,C03,C17)

F7.77

FL-REF(A0301,A24,B07,B15,C01,C07)

HC.661.005(A33,A33,B07,B58)

L8.116(A02,A26,B08,B40,C03,C07)

L8.138

L8.139
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Figure 37: gp160 aa 301–400 (1/1)

305 313 323 333 343 352 362 372 382 391

RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.Ref_B

--------R-R-QR------V-I-K-.-NM--------R----------AS--------N---I-K----------T-------------S--------FHXB2R
RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.A02
RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.B07
RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.C03
RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.C04
RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.C06
RPNNNTRKSIHI..GPGRAFYTTGEIIGDIRQAHCNISTAKWNNTLKQIVIKLREQFGN.KTIVFNQSSGGDPEIVMHSFNCGGEFFYCNTTQLFNSTW.C07

FL-REF(A0301,A24,B07,B15,C01,C07) L8.124(A02,A29,B14,B58,C07,C08) L8.46(A23,A32,B35,B45,C04,C17) F7.78

L8.09(A29,A74,B15,B44,C02,C1601) F7.09(A02,A32,B07,B07,C07,C07) L8.46(A23,A32,B35,B45,C04,C17) L8.124(A02,A29,B14,B58,C07,C08)

L8.58(A26,A74,B37,B4901,C06,C07) L8.124(A02,A29,B14,B58,C07,C08) L8.77(A01,A29,B41,B53,C04,C07)

L8.96 F7.04 F7.17(A01,A74,B15,B53,C02,C04)

F7.09(A02,A32,B07,B07,C07,C07) F7.09(A02,A32,B07,B07,C07,C07) F7.33(A02,A30,B35,B35,C04,C04)

F7.36(A02,A24,B0720,B44,C05,C07) F7.81

F7.66(A24,A30,B15,B42,C03,C17) L8.09(A29,A74,B15,B44,C02,C1601)

FL-REF(A0301,A24,B07,B15,C01,C07) L8.122(A29,A68,B44,B58,C06,C1601)

L8.05(A2,A24,B07,B44,C05,C0702) L8.124(A02,A29,B14,B58,C07,C08)

L8.09(A29,A74,B15,B44,C02,C1601) L8.129

L8.18(A26,A6802,B07,B53,C07,C07) L8.130

L8.37(A29,A32,B07,B44,C0702,C1601) L8.139

L8.58(A26,A74,B37,B4901,C06,C07) L8.45(A02,A68,B15,B44,C05,C14)

DB.630.313(A01,A33,B14,B15,C02,C08) L8.77(A01,A29,B41,B53,C04,C07)

F7.33(A02,A30,B35,B35,C04,C04) L8.96

F7.50(A26,A68,B15,B38,C01,C12) F7.26(A02,A23,B4501,B4901,C06,C07)

F7.54 F7.81

L8.124(A02,A29,B14,B58,C07,C08) L8.09(A29,A74,B15,B44,C02,C1601)

DB.630.313(A01,A33,B14,B15,C02,C08) L8.124(A02,A29,B14,B58,C07,C08)

F7.33(A02,A30,B35,B35,C04,C04) L8.129

F7.50(A26,A68,B15,B38,C01,C12) L8.130

F7.54 L8.139

L8.09(A29,A74,B15,B44,C02,C1601) L8.21(A23,A33,B07,B53,C04,C07)

L8.124(A02,A29,B14,B58,C07,C08) L8.45(A02,A68,B15,B44,C05,C14)

L8.79(A02,A32,B15,B44,C05,C07) L8.77(A01,A29,B41,B53,C04,C07)

L8.124(A02,A29,B14,B58,C07,C08)

L8.139

L8.45(A02,A68,B15,B44,C05,C14)

Figure 38: gp160 aa 401–500 (1/1)

400 407 417 427 437 447 457 467 477 487

NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVRef_B

---WS-------EGS-----------------K----------S--------------------S--ES-------------------------------HXB2R
NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVA02
NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVB07
NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVC03
NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVC04
NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVC06
NST.NTEGSNNT...DTITLPCRIKQIINMWQEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNNNNTTEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVC07

F7.78 F7.06(C06,C1602) CS.520.604 F7.62(A01,A02,B07,B3512,C04,C07)

L8.124(A02,A29,B14,B58,C07,C08) F7.09(A02,A32,B07,B07,C07,C07) F7.77 DB.630.313(A01,A33,B14,B15,C02,C08)

L8.139 F7.65(A24,A66,B35,B39,C04,C12) L8.18(A26,A6802,B07,B53,C07,C07) L8.118

L8.45(A02,A68,B15,B44,C05,C14) FL-REF(A0301,A24,B07,B15,C01,C07) L8.118 F7.61(A30,A34,B15,B58,C03,C07)

L8.124(A02,A29,B14,B58,C07,C08) AAA(A11,A68,B51,B57,C01,C12) L8.128 F7.84

AAA(A11,A68,B51,B57,C01,C12) F7.36(A02,A24,B0720,B44,C05,C07) F7.84

F7.06(C06,C1602) F7.77 L8.130

F7.09(A02,A32,B07,B07,C07,C07) L8.134(A01,A03,B08,B5801,C07,C07) L8.07(A02,A31,B35,B51,C04,C1601)

F7.65(A24,A66,B35,B39,C04,C12) L8.45(A02,A68,B15,B44,C05,C14) L8.118

FL-REF(A0301,A24,B07,B15,C01,C07)

JA.01.1411j(A01,A26,B38,B57,C06,C12)

L8.18(A26,A6802,B07,B53,C07,C07)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.130

AAA(A11,A68,B51,B57,C01,C12)

L8.134(A01,A03,B08,B5801,C07,C07)
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Figure 39: gp160 aa 501–600 (1/1)

497 507 517 527 537 547 556 566 576 586

APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWRef_B

---------------------L----------------------------------------------L--------------I----------------HXB2R
APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWA02
APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWB07
APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWC03
APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWC04
APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWC06
APTKAKRRVVQREKRAVGIGAMFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH.LQLTVWGIKQLQARVLAVERYLKDQQLLGIWC07

DB.630.313(A01,A33,B14,B15,C02,C08) F7.41 F7.06(C06,C1602) DB.630.313(A01,A33,B14,B15,C02,C08)

L8.118 L8.23(A23,A32,B18,B8101,C07,C08) L8.113(A02,A23,B44,B58,C04,C06)

F7.61(A30,A34,B15,B58,C03,C07) L8.99(A24,A26,B51,B58,C06,C15) L8.128

F7.84 F7.61(A30,A34,B15,B58,C03,C07) F7.20(A23,A68,B15,B42,C02,C17)

L8.130 F7.66(A24,A30,B15,B42,C03,C17) F7.26(A02,A23,B4501,B4901,C06,C07)

F7.84 L8.130 F7.40

L8.07(A02,A31,B35,B51,C04,C1601) L8.134(A01,A03,B08,B5801,C07,C07) F7.50(A26,A68,B15,B38,C01,C12)

L8.118 L8.23(A23,A32,B18,B8101,C07,C08) F7.65(A24,A66,B35,B39,C04,C12)

L8.07(A02,A31,B35,B51,C04,C1601) L8.25(A02,A33,B07,B45,C1505,C1601) F7.66(A24,A30,B15,B42,C03,C17)

L8.118 L8.27(A02,A33,B07,B44,C03,C1505) F7.74(A23,A33,B45,B53,C04,C16)

L8.42(A02,A33,B58,B82,C03,C07) F7.88

L8.57(A23,A24,B15,B40,C02,C03) FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.60(A23,A33,B07,B35,C04,C15) L8.113(A02,A23,B44,B58,C04,C06)

L8.73(A01,A68,B15,B58,C03,C06) L8.124(A02,A29,B14,B58,C07,C08)

L8.99(A24,A26,B51,B58,C06,C15) L8.128

PP.701.121(A23,A33,B4901,B58) L8.134(A01,A03,B08,B5801,C07,C07)

RR.610.121(A23,A68,B15,B45,C03,C08) L8.145

F7.06(C06,C1602)

F7.30(A68,A74,B15,B50,C03,C06)

F7.61(A30,A34,B15,B58,C03,C07)

F7.66(A24,A30,B15,B42,C03,C17)

L8.130

L8.134(A01,A03,B08,B5801,C07,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.42(A02,A33,B58,B82,C03,C07)

L8.57(A23,A24,B15,B40,C02,C03)

L8.60(A23,A33,B07,B35,C04,C15)

L8.73(A01,A68,B15,B58,C03,C06)

PP.701.121(A23,A33,B4901,B58)

L8.73(A01,A68,B15,B58,C03,C06)

F7.50(A26,A68,B15,B38,C01,C12)

F7.54

F7.88

L8.113(A02,A23,B44,B58,C04,C06)

L8.122(A29,A68,B44,B58,C06,C1601)

L8.128

L8.73(A01,A68,B15,B58,C03,C06)

L8.99(A24,A26,B51,B58,C06,C15)

L8.19(A02,A23,B45,B45,C06,C06)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.57(A23,A24,B15,B40,C02,C03)

L8.60(A23,A33,B07,B35,C04,C15)

L8.73(A01,A68,B15,B58,C03,C06)

L8.99(A24,A26,B51,B58,C06,C15)

PR.LS.16
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40 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 40: gp160 aa 601–700 (1/1)

596 606 616 626 636 646 656 666 676 686

GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRRef_B

-----------------------E----HT-----D---N------HS-----------------------------N---------L------------HXB2R
GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRA02
GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRB07
GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRC03
GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRC04
GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRC06
GCSGKLICTTAVPWNASWSNKSLDQIWNNMTWMEWEREIDNYTSLIYTLIEESQNQQEKNEQELLELDKWASLWNWFDITNWLWYIKIFIMIVGGLVGLRC07

F7.78 PP.701.121(A23,A33,B4901,B58) F7.88

L8.134(A01,A03,B08,B5801,C07,C07) F7.81 L8.50(A03,A24,B44,B44,C1403,C1601)

L8.18(A26,A6802,B07,B53,C07,C07) L8.113(A02,A23,B44,B58,C04,C06) L8.50(A03,A24,B44,B44,C1403,C1601)

L8.114 F7.88

F7.17(A01,A74,B15,B53,C02,C04) L8.77(A01,A29,B41,B53,C04,C07)

F7.62(A01,A02,B07,B3512,C04,C07) F7.62(A01,A02,B07,B3512,C04,C07)

F7.74(A23,A33,B45,B53,C04,C16) L8.77(A01,A29,B41,B53,C04,C07)

F7.78

L8.130

L8.21(A23,A33,B07,B53,C04,C07)

L8.46(A23,A32,B35,B45,C04,C17)

F7.62(A01,A02,B07,B3512,C04,C07)

F7.74(A23,A33,B45,B53,C04,C16)

F7.78

L8.46(A23,A32,B35,B45,C04,C17)

L8.77(A01,A29,B41,B53,C04,C07)

Figure 41: gp160 aa 701–800 (1/1)

696 706 713 723 733 743 753 763 773 783

IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWRef_B

---------------------QTH--T----------------------I---N-S-----D--------------------------------------HXB2R
IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWA02
IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWB07
IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWC03
IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWC04
IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWC06
IVFAVLSIVNRVRQGYSPLSF...LPAPRGPDRPEGIEEEGGERDRDRSQRLVDGFLALIWVDLRSLCLFSYHRLRDLLLIVTRIVELLGRRGWEALKYWC07

L8.50(A03,A24,B44,B44,C1403,C1601) L8.113(A02,A23,B44,B58,C04,C06) F7.09(A02,A32,B07,B07,C07,C07) CS.520.604

L8.50(A03,A24,B44,B44,C1403,C1601) F7.62(A01,A02,B07,B3512,C04,C07) F7.26(A02,A23,B4501,B4901,C06,C07)

F7.04 F7.68(A02,A02,B15,B53,C03,C04) F7.52(A30,A68,B07,B1401,C07,C08)

F7.05(A01,A23,B08,B15,C02,C07) L8.145 F7.65(A24,A66,B35,B39,C04,C12)

F7.09(A02,A32,B07,B07,C07,C07) L8.19(A02,A23,B45,B45,C06,C06) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.17(A01,A74,B15,B53,C02,C04) F7.26(A02,A23,B4501,B4901,C06,C07) CTR.11(A02,A25,B27,B37,C03,C06)

F7.54 F7.50(A26,A68,B15,B38,C01,C12) DB.630.313(A01,A33,B14,B15,C02,C08)

F7.55 L8.113(A02,A23,B44,B58,C04,C06) F7.64(A02,A02,B47,B51,C02,C07)

F7.62(A01,A02,B07,B3512,C04,C07) PP.701.121(A23,A33,B4901,B58) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.138 F7.50(A26,A68,B15,B38,C01,C12) CR.0007t

L8.144 L8.118 DB.630.313(A01,A33,B14,B15,C02,C08)

L8.38(A30,A33,B14,B45,C08,C1601) L8.129 F7.07(A29,A30,B15,B35,C02,C04)

F7.17(A01,A74,B15,B53,C02,C04) L8.19(A02,A23,B45,B45,C06,C06) F7.55

F7.50(A26,A68,B15,B38,C01,C12) PP.701.121(A23,A33,B4901,B58) F7.64(A02,A02,B47,B51,C02,C07)

L8.144 CS.520.604

L8.27(A02,A33,B07,B44,C03,C1505) F7.50(A26,A68,B15,B38,C01,C12)

L8.42(A02,A33,B58,B82,C03,C07) F7.52(A30,A68,B07,B1401,C07,C08)

F7.65(A24,A66,B35,B39,C04,C12)

L8.118

L8.129

L8.98(A33,A68,B15,B53,C03,C04)

L8.98(A33,A68,B15,B53,C03,C04)

PR.LS.16

L8.124(A02,A29,B14,B58,C07,C08)

L8.34(A01,A02,B44,B51,C07,C1601)

L8.36(A26,A33,B38,B4901,C07,C12)

L8.50(A03,A24,B44,B44,C1403,C1601)

L8.96

L8.138

L8.36(A26,A33,B38,B4901,C07,C12)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.77(A01,A29,B41,B53,C04,C07)
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1.13 gp160 41

Figure 42: gp160 aa 801–856 (1/1)

793 803 813 823 833 843

WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLRef_B

--------------------------------------G-----R------------I--HXB2R
WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLA02
WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLB07
WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLC03
WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLC04
WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLC06
WNLLQYWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQRACRAILHIPRRIRQGLERALLC07

CTR.11(A02,A25,B27,B37,C03,C06) CTR.11(A02,A25,B27,B37,C03,C06) CN.641.114(A23,A3402,B44,B57)

DB.630.313(A01,A33,B14,B15,C02,C08) F7.62(A01,A02,B07,B3512,C04,C07) CTR.10(A11,A25,B08,B27,C02,C07)

F7.64(A02,A02,B47,B51,C02,C07) F7.64(A02,A02,B47,B51,C02,C07) F7.09(A02,A32,B07,B07,C07,C07)

FL-REF(A0301,A24,B07,B15,C01,C07) L8.07(A02,A31,B35,B51,C04,C1601) F7.28(A02,A02,B07,B53,C06,C07)

L8.124(A02,A29,B14,B58,C07,C08) L8.127 F7.62(A01,A02,B07,B3512,C04,C07)

L8.34(A01,A02,B44,B51,C07,C1601) L8.139 FL-REF(A0301,A24,B07,B15,C01,C07)

L8.36(A26,A33,B38,B4901,C07,C12) L8.25(A02,A33,B07,B45,C1505,C1601) KB.880.202(A02,A0308?,B4201,B58,C06,C17)

L8.50(A03,A24,B44,B44,C1403,C1601) L8.42(A02,A33,B58,B82,C03,C07) L8.05(A2,A24,B07,B44,C05,C0702)

L8.96 MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.113(A02,A23,B44,B58,C04,C06)

CR.0007t F7.50(A26,A68,B15,B38,C01,C12)

DB.630.313(A01,A33,B14,B15,C02,C08) F7.64(A02,A02,B47,B51,C02,C07)

F7.07(A29,A30,B15,B35,C02,C04) L8.07(A02,A31,B35,B51,C04,C1601)

F7.55 L8.25(A02,A33,B07,B45,C1505,C1601)

F7.64(A02,A02,B47,B51,C02,C07) L8.42(A02,A33,B58,B82,C03,C07)

L8.138 L8.45(A02,A68,B15,B44,C05,C14)

L8.36(A26,A33,B38,B4901,C07,C12) CTR.10(A11,A25,B08,B27,C02,C07)

L8.37(A29,A32,B07,B44,C0702,C1601) F7.17(A01,A74,B15,B53,C02,C04)

L8.77(A01,A29,B41,B53,C04,C07) F7.69(A68,A74,B50,B58,C06,C06)

CTR.10(A11,A25,B08,B27,C02,C07) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.07(A29,A30,B15,B35,C02,C04) L8.07(A02,A31,B35,B51,C04,C1601)

F7.69(A68,A74,B50,B58,C06,C06) L8.139

L8.116(A02,A26,B08,B40,C03,C07) M1.24(A11,A11,B27,B38,C01,C12)

L8.139 CTR.10(A11,A25,B08,B27,C02,C07)

L8.18(A26,A6802,B07,B53,C07,C07) F7.09(A02,A32,B07,B07,C07,C07)

L8.57(A23,A24,B15,B40,C02,C03) F7.17(A01,A74,B15,B53,C02,C04)

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.28(A02,A02,B07,B53,C06,C07)

CTR.10(A11,A25,B08,B27,C02,C07) F7.62(A01,A02,B07,B3512,C04,C07)

F7.14(A23,A74,B08,B14,C07,C08) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.62(A01,A02,B07,B3512,C04,C07) L8.116(A02,A26,B08,B40,C03,C07)

F7.64(A02,A02,B47,B51,C02,C07) L8.128

L8.127 L8.145

L8.139 L8.18(A26,A6802,B07,B53,C07,C07)

L8.15(A02,A30,B15,B41,C03,C06) L8.19(A02,A23,B45,B45,C06,C06)

L8.57(A23,A24,B15,B40,C02,C03) L8.23(A23,A32,B18,B8101,C07,C08)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.37(A29,A32,B07,B44,C0702,C1601)

L8.73(A01,A68,B15,B58,C03,C06)

MF.480.521

PR.LS.14(A02,A03,B07,B44,C05,C07)

L8.116(A02,A26,B08,B40,C03,C07)

L8.118

L8.124(A02,A29,B14,B58,C07,C08)

L8.128

L8.134(A01,A03,B08,B5801,C07,C07)

L8.144

L8.145

L8.155

L8.18(A26,A6802,B07,B53,C07,C07)

L8.19(A02,A23,B45,B45,C06,C06)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.29(A02,A33,B35,B57,C04,C07)

L8.32

L8.37(A29,A32,B07,B44,C0702,C1601)

MF.480.521

PR.LS.14(A02,A03,B07,B44,C05,C07)
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42 Reactive Peptides Mapped on Reference Sequence (B Consensus)

1.14 Nef

Figure 43: Nef aa 1–100 (1/4)

10 20 30 40 50 60 70 80 90 100

MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLRef_B

-------S--I---T-------------R---A-----------------T--A----------------T-----------------------------HXB2R
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLA02
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLB07
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC03
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC04
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC06
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC07

CTR.11(A02,A25,B27,B37,C03,C06) CTR.11(A02,A25,B27,B37,C03,C06) CTR.11(A02,A25,B27,B37,C03,C06) CTR.10(A11,A25,B08,B27,C02,C07)

F7.17(A01,A74,B15,B53,C02,C04) L8.52(A31,A68,B53,B57,C04,C07) F7.04 F7.14(A23,A74,B08,B14,C07,C08)

F7.65(A24,A66,B35,B39,C04,C12) CTR.11(A02,A25,B27,B37,C03,C06) AAA(A11,A68,B51,B57,C01,C12) JA.01.1411j(A01,A26,B38,B57,C06,C12)

F7.69(A68,A74,B50,B58,C06,C06) MS.01.4760i(A25,A32,B08,B14,C07,C08) CS.520.604 L8.09(A29,A74,B15,B44,C02,C1601)

FL-REF(A0301,A24,B07,B15,C01,C07) F7.25(A02,A31,B08,B51,C03,C07) AAA(A11,A68,B51,B57,C01,C12)

L8.07(A02,A31,B35,B51,C04,C1601) F7.65(A24,A66,B35,B39,C04,C12) AS01.01601

L8.134(A01,A03,B08,B5801,C07,C07) L8.130 CTR.10(A11,A25,B08,B27,C02,C07)

L8.44(A02,A74,B07,B15) L8.27(A02,A33,B07,B44,C03,C1505) F7.05(A01,A23,B08,B15,C02,C07)

F7.09(A02,A32,B07,B07,C07,C07) F7.65(A24,A66,B35,B39,C04,C12) AAA(A11,A68,B51,B57,C01,C12)

F7.17(A01,A74,B15,B53,C02,C04) FCH.2000-06(A11,A11,B14,B57,C06,C08) AS01.01601

F7.25(A02,A31,B08,B51,C03,C07) L8.134(A01,A03,B08,B5801,C07,C07) CTR.10(A11,A25,B08,B27,C02,C07)

F7.41 F7.40 F7.17(A01,A74,B15,B53,C02,C04)

FL-REF(A0301,A24,B07,B15,C01,C07) F7.65(A24,A66,B35,B39,C04,C12) F7.41

L8.128 F7.77 F7.65(A24,A66,B35,B39,C04,C12)

L8.129 F7.88 F7.69(A68,A74,B50,B58,C06,C06)

L8.134(A01,A03,B08,B5801,C07,C07) L8.134(A01,A03,B08,B5801,C07,C07) F7.77

L8.138 L8.151 FCH.2000-06(A11,A11,B14,B57,C06,C08)

L8.154 L8.19(A02,A23,B45,B45,C06,C06) L8.107(A29,A68,B40,B52,C02,C15)

L8.44(A02,A74,B07,B15) L8.38(A30,A33,B14,B45,C08,C1601) L8.116(A02,A26,B08,B40,C03,C07)

L8.58(A26,A74,B37,B4901,C06,C07) L8.42(A02,A33,B58,B82,C03,C07) L8.138

L8.60(A23,A33,B07,B35,C04,C15) L8.46(A23,A32,B35,B45,C04,C17) L8.139

F7.77 L8.57(A23,A24,B15,B40,C02,C03) L8.151

F7.80 L8.77(A01,A29,B41,B53,C04,C07) L8.154

L8.116(A02,A26,B08,B40,C03,C07) RR.610.121(A23,A68,B15,B45,C03,C08) L8.155

L8.124(A02,A29,B14,B58,C07,C08) VC.911.206(A02,A0202,B18,B39,C05,C12) L8.19(A02,A23,B45,B45,C06,C06)

L8.128 CTR.10(A11,A25,B08,B27,C02,C07) L8.113(A02,A23,B44,B58,C04,C06)

L8.27(A02,A33,B07,B44,C03,C1505) CTR.11(A02,A25,B27,B37,C03,C06)

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.04

CTR.11(A02,A25,B27,B37,C03,C06) F7.07(A29,A30,B15,B35,C02,C04)

F7.26(A02,A23,B4501,B4901,C06,C07) F7.09(A02,A32,B07,B07,C07,C07)

F7.74(A23,A33,B45,B53,C04,C16) F7.10(A03,A36,B35,B44,C04,C05)

F7.77 F7.20(A23,A68,B15,B42,C02,C17)

L8.116(A02,A26,B08,B40,C03,C07) F7.23(A23,A30,B42,B57,C17,C17)

L8.19(A02,A23,B45,B45,C06,C06) F7.24(A02,A11,B38,B44,C12,C1601)

L8.25(A02,A33,B07,B45,C1505,C1601) F7.33(A02,A30,B35,B35,C04,C04)

L8.45(A02,A68,B15,B44,C05,C14) F7.35

M1.34(A02,A11,B35,B44,C04,C05) F7.40

MS.01.4760i(A25,A32,B08,B14,C07,C08) F7.61(A30,A34,B15,B58,C03,C07)

F7.62(A01,A02,B07,B3512,C04,C07)

F7.64(A02,A02,B47,B51,C02,C07)

F7.65(A24,A66,B35,B39,C04,C12)

F7.68(A02,A02,B15,B53,C03,C04)

F7.74(A23,A33,B45,B53,C04,C16)

F7.77

F7.78

F7.80

F7.88

FCH.2000-06(A11,A11,B14,B57,C06,C08)

FL-REF(A0301,A24,B07,B15,C01,C07)

L8.01(A23,A26,B38,B42,C12,C17)

L8.07(A02,A31,B35,B51,C04,C1601)

L8.114

L8.118

L8.119

L8.128

L8.13(A02,A26,B35,B51,C12,C1502)

L8.130

L8.134(A01,A03,B08,B5801,C07,C07)
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1.14 Nef 43

Figure 44: Nef aa 1–100 (2/4)

10 20 30 40 50 60 70 80 90 100

MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLRef_B

-------S--I---T-------------R---A-----------------T--A----------------T-----------------------------HXB2R
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLA02
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLB07
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC03
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC04
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC06
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC07

L8.138

L8.139

L8.141

L8.145

L8.152

L8.154

L8.156

L8.157

L8.19(A02,A23,B45,B45,C06,C06)

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.24(A11,A66,B1401,B14,C08,C08)

L8.25(A02,A33,B07,B45,C1505,C1601)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.29(A02,A33,B35,B57,C04,C07)

L8.32

L8.33(A01,A30,B07,B42,C1505,C17)

L8.34(A01,A02,B44,B51,C07,C1601)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.38(A30,A33,B14,B45,C08,C1601)

L8.42(A02,A33,B58,B82,C03,C07)

L8.44(A02,A74,B07,B15)

L8.46(A23,A32,B35,B45,C04,C17)

L8.52(A31,A68,B53,B57,C04,C07)

L8.59(A01,A68,B08,B57,C07,C18)

L8.60(A23,A33,B07,B35,C04,C15)

L8.62(A02,A03,B35,B4901,C07,C1601)

L8.73(A01,A68,B15,B58,C03,C06)

L8.77(A01,A29,B41,B53,C04,C07)

M1.34(A02,A11,B35,B44,C04,C05)

MF.480.521

RR.610.121(A23,A68,B15,B45,C03,C08)

F7.09(A02,A32,B07,B07,C07,C07)

F7.10(A03,A36,B35,B44,C04,C05)

F7.17(A01,A74,B15,B53,C02,C04)

F7.20(A23,A68,B15,B42,C02,C17)

F7.23(A23,A30,B42,B57,C17,C17)

F7.24(A02,A11,B38,B44,C12,C1601)

F7.26(A02,A23,B4501,B4901,C06,C07)

F7.35

F7.36(A02,A24,B0720,B44,C05,C07)

F7.40

F7.42(A03,A31,B44,B57,C07,C16)

F7.52(A30,A68,B07,B1401,C07,C08)

F7.55

F7.61(A30,A34,B15,B58,C03,C07)

F7.62(A01,A02,B07,B3512,C04,C07)

F7.65(A24,A66,B35,B39,C04,C12)

F7.74(A23,A33,B45,B53,C04,C16)

F7.78

FCH.2000-06(A11,A11,B14,B57,C06,C08)

FL-REF(A0301,A24,B07,B15,C01,C07)

HC.661.005(A33,A33,B07,B58)

L8.05(A2,A24,B07,B44,C05,C0702)

L8.09(A29,A74,B15,B44,C02,C1601)

L8.10(A2,A30,B07,B78,C0702,C1601)

L8.114

L8.118
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44 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 45: Nef aa 1–100 (3/4)

10 20 30 40 50 60 70 80 90 100

MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLRef_B

-------S--I---T-------------R---A-----------------T--A----------------T-----------------------------HXB2R
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLA02
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLB07
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC03
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC04
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC06
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC07

L8.124(A02,A29,B14,B58,C07,C08)

L8.128

L8.130

L8.139

L8.152

L8.154

L8.156

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.24(A11,A66,B1401,B14,C08,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.29(A02,A33,B35,B57,C04,C07)

L8.35(A24,A24,B0720,B40,C03,C0702)

L8.42(A02,A33,B58,B82,C03,C07)

L8.52(A31,A68,B53,B57,C04,C07)

L8.57(A23,A24,B15,B40,C02,C03)

L8.58(A26,A74,B37,B4901,C06,C07)

L8.60(A23,A33,B07,B35,C04,C15)

L8.62(A02,A03,B35,B4901,C07,C1601)

MF.480.521

PP.701.121(A23,A33,B4901,B58)

DB.630.313(A01,A33,B14,B15,C02,C08)

F7.14(A23,A74,B08,B14,C07,C08)

F7.17(A01,A74,B15,B53,C02,C04)

F7.20(A23,A68,B15,B42,C02,C17)

F7.24(A02,A11,B38,B44,C12,C1601)

F7.25(A02,A31,B08,B51,C03,C07)

F7.36(A02,A24,B0720,B44,C05,C07)

F7.41

F7.50(A26,A68,B15,B38,C01,C12)

F7.52(A30,A68,B07,B1401,C07,C08)

F7.65(A24,A66,B35,B39,C04,C12)

F7.66(A24,A30,B15,B42,C03,C17)

F7.68(A02,A02,B15,B53,C03,C04)

F7.69(A68,A74,B50,B58,C06,C06)

F7.78

F7.81

F7.84

FL-REF(A0301,A24,B07,B15,C01,C07)

KB.880.202(A02,A0308?,B4201,B58,C06,C17)

L8.05(A2,A24,B07,B44,C05,C0702)

L8.09(A29,A74,B15,B44,C02,C1601)

L8.113(A02,A23,B44,B58,C04,C06)

L8.116(A02,A26,B08,B40,C03,C07)

L8.118

L8.119

L8.121

L8.127

L8.138

L8.139

L8.151

L8.154

L8.23(A23,A32,B18,B8101,C07,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.29(A02,A33,B35,B57,C04,C07)

L8.32

L8.42(A02,A33,B58,B82,C03,C07)

L8.52(A31,A68,B53,B57,C04,C07)
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1.14 Nef 45

Figure 46: Nef aa 1–100 (4/4)
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MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLRef_B

-------S--I---T-------------R---A-----------------T--A----------------T-----------------------------HXB2R
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLA02
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLB07
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC03
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC04
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC06
MGGKWSKRSVVGWPAVRERMRRAEPAADGVGAVSRDLEKHGAITSSNTAANNADCAWLEAQEEEEVGFPVRPQVPLRPMTYKAAVDLSHFLKEKGGLEGLC07

L8.57(A23,A24,B15,B40,C02,C03)

L8.79(A02,A32,B15,B44,C05,C07)

L8.98(A33,A68,B15,B53,C03,C04)

M1.31(A02,A33,B15,B44,C03,C14)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.29(A02,A33,B35,B57,C04,C07)

L8.32

L8.36(A26,A33,B38,B4901,C07,C12)

L8.44(A02,A74,B07,B15)

L8.57(A23,A24,B15,B40,C02,C03)

L8.58(A26,A74,B37,B4901,C06,C07)

L8.59(A01,A68,B08,B57,C07,C18)

L8.61(A02,A02,B40,B44)

M1.31(A02,A33,B15,B44,C03,C14)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

PR.LS.16
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46 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 47: Nef aa 101–200 (1/4)

110 120 130 140 150 160 170 180 190 200

IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPRef_B

-H--R--------I---------X--------V---------Y-------D-I----K---T-----V---------R---E-R---------V------HXB2R
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPA02
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPB07
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC03
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC04
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC06
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC07

CTR.10(A11,A25,B08,B27,C02,C07) CR.0007t F7.55 F7.05(A01,A23,B08,B15,C02,C07)

F7.14(A23,A74,B08,B14,C07,C08) CTR.10(A11,A25,B08,B27,C02,C07) F7.65(A24,A66,B35,B39,C04,C12) F7.06(C06,C1602)

F7.17(A01,A74,B15,B53,C02,C04) DS.680.224(A34,A74,B57,B57,C07,C08) F7.68(A02,A02,B15,B53,C03,C04) F7.55

F7.41 F7.01 L8.116(A02,A26,B08,B40,C03,C07) F7.62(A01,A02,B07,B3512,C04,C07)

F7.65(A24,A66,B35,B39,C04,C12) F7.05(A01,A23,B08,B15,C02,C07) L8.139 F7.74(A23,A33,B45,B53,C04,C16)

F7.69(A68,A74,B50,B58,C06,C06) F7.23(A23,A30,B42,B57,C17,C17) L8.29(A02,A33,B35,B57,C04,C07) FL-REF(A0301,A24,B07,B15,C01,C07)

F7.77 F7.36(A02,A24,B0720,B44,C05,C07) L8.77(A01,A29,B41,B53,C04,C07) L8.130

FCH.2000-06(A11,A11,B14,B57,C06,C08) F7.49 L8.116(A02,A26,B08,B40,C03,C07) AAA(A11,A68,B51,B57,C01,C12)

L8.107(A29,A68,B40,B52,C02,C15) F7.50(A26,A68,B15,B38,C01,C12) L8.124(A02,A29,B14,B58,C07,C08) AS01.01601

L8.116(A02,A26,B08,B40,C03,C07) F7.62(A01,A02,B07,B3512,C04,C07) L8.129 F7.55

L8.138 F7.63(A24,A30,B15,B18,C01,C07) MDL.AC81(A2,A74,B51,B53,C04,C14) FL-REF(A0301,A24,B07,B15,C01,C07)

L8.139 F7.66(A24,A30,B15,B42,C03,C17) MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.116(A02,A26,B08,B40,C03,C07)

L8.151 F7.80 F7.63(A24,A30,B15,B18,C01,C07)

L8.154 F7.81 F7.68(A02,A02,B15,B53,C03,C04)

L8.155 F7.84 F7.77

L8.19(A02,A23,B45,B45,C06,C06) F7.88 GB.720.116

L8.29(A02,A33,B35,B57,C04,C07) L8.05(A2,A24,B07,B44,C05,C0702) L8.107(A29,A68,B40,B52,C02,C15)

L8.32 L8.07(A02,A31,B35,B51,C04,C1601) L8.116(A02,A26,B08,B40,C03,C07)

L8.36(A26,A33,B38,B4901,C07,C12) L8.09(A29,A74,B15,B44,C02,C1601) L8.134(A01,A03,B08,B5801,C07,C07)

L8.44(A02,A74,B07,B15) L8.107(A29,A68,B40,B52,C02,C15) L8.139

L8.57(A23,A24,B15,B40,C02,C03) L8.113(A02,A23,B44,B58,C04,C06) L8.18(A26,A6802,B07,B53,C07,C07)

L8.58(A26,A74,B37,B4901,C06,C07) L8.114 L8.57(A23,A24,B15,B40,C02,C03)

L8.59(A01,A68,B08,B57,C07,C18) L8.129 DB.630.313(A01,A33,B14,B15,C02,C08)

L8.61(A02,A02,B40,B44) L8.13(A02,A26,B35,B51,C12,C1502) F7.05(A01,A23,B08,B15,C02,C07)

M1.31(A02,A33,B15,B44,C03,C14) L8.138 F7.09(A02,A32,B07,B07,C07,C07)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.139 F7.17(A01,A74,B15,B53,C02,C04)

PR.LS.16 L8.145 F7.20(A23,A68,B15,B42,C02,C17)

JA.01.1411j(A01,A26,B38,B57,C06,C12) AAA(A11,A68,B51,B57,C01,C12) F7.33(A02,A30,B35,B35,C04,C04)

L8.09(A29,A74,B15,B44,C02,C1601) AS01.01601 F7.62(A01,A02,B07,B3512,C04,C07)

L8.113(A02,A23,B44,B58,C04,C06) CG.590.830 F7.63(A24,A30,B15,B18,C01,C07)

AS01.01601 CG.590.830 F7.77

CTR.10(A11,A25,B08,B27,C02,C07) EB.570.825(A0202,A03,B53,B57) L8.116(A02,A26,B08,B40,C03,C07)

F7.07(A29,A30,B15,B35,C02,C04) F7.07(A29,A30,B15,B35,C02,C04) L8.134(A01,A03,B08,B5801,C07,C07)

F7.14(A23,A74,B08,B14,C07,C08) F7.17(A01,A74,B15,B53,C02,C04) L8.139

F7.26(A02,A23,B4501,B4901,C06,C07) F7.20(A23,A68,B15,B42,C02,C17) L8.151

F7.36(A02,A24,B0720,B44,C05,C07) F7.23(A23,A30,B42,B57,C17,C17) L8.18(A26,A6802,B07,B53,C07,C07)

F7.40 F7.28(A02,A02,B07,B53,C06,C07) L8.19(A02,A23,B45,B45,C06,C06)

F7.41 F7.30(A68,A74,B15,B50,C03,C06) L8.27(A02,A33,B07,B44,C03,C1505)

F7.42(A03,A31,B44,B57,C07,C16) F7.33(A02,A30,B35,B35,C04,C04) L8.29(A02,A33,B35,B57,C04,C07)

F7.50(A26,A68,B15,B38,C01,C12) F7.35 L8.44(A02,A74,B07,B15)

F7.55 F7.36(A02,A24,B0720,B44,C05,C07) L8.45(A02,A68,B15,B44,C05,C14)

F7.64(A02,A02,B47,B51,C02,C07) F7.48 L8.57(A23,A24,B15,B40,C02,C03)

F7.69(A68,A74,B50,B58,C06,C06) F7.49 L8.59(A01,A68,B08,B57,C07,C18)

F7.78 F7.65(A24,A66,B35,B39,C04,C12) MS.01.4760i(A25,A32,B08,B14,C07,C08)

FL-REF(A0301,A24,B07,B15,C01,C07) F7.68(A02,A02,B15,B53,C03,C04) RR.610.121(A23,A68,B15,B45,C03,C08)

HC.661.005(A33,A33,B07,B58) F7.74(A23,A33,B45,B53,C04,C16) L8.134(A01,A03,B08,B5801,C07,C07)

IC.670.525(A29,A36,B42,B58) F7.80 L8.145

JA.01.1411j(A01,A26,B38,B57,C06,C12) F7.84 L8.154

L8.05(A2,A24,B07,B44,C05,C0702) L8.05(A2,A24,B07,B44,C05,C0702) L8.19(A02,A23,B45,B45,C06,C06)

L8.10(A2,A30,B07,B78,C0702,C1601) L8.11(A2,A23,B45,B58,C07,C1601) L8.45(A02,A68,B15,B44,C05,C14)

L8.11(A2,A23,B45,B58,C07,C1601) L8.113(A02,A23,B44,B58,C04,C06) L8.52(A31,A68,B53,B57,C04,C07)

L8.121 L8.119 L8.77(A01,A29,B41,B53,C04,C07)

L8.124(A02,A29,B14,B58,C07,C08) L8.122(A29,A68,B44,B58,C06,C1601) MS.01.4760i(A25,A32,B08,B14,C07,C08)

L8.129 L8.124(A02,A29,B14,B58,C07,C08) PR.LS.16

L8.130 L8.129 L8.124(A02,A29,B14,B58,C07,C08)

L8.138 L8.13(A02,A26,B35,B51,C12,C1502) L8.37(A29,A32,B07,B44,C0702,C1601)

L8.157 L8.139 L8.60(A23,A33,B07,B35,C04,C15)

L8.27(A02,A33,B07,B44,C03,C1505) L8.156 L8.77(A01,A29,B41,B53,C04,C07)
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1.14 Nef 47

Figure 48: Nef aa 101–200 (2/4)
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IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPRef_B

-H--R--------I---------X--------V---------Y-------D-I----K---T-----V---------R---E-R---------V------HXB2R
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPA02
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPB07
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC03
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC04
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC06
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC07

L8.29(A02,A33,B35,B57,C04,C07) L8.157

L8.32 L8.18(A26,A6802,B07,B53,C07,C07)

L8.35(A24,A24,B0720,B40,C03,C0702) L8.19(A02,A23,B45,B45,C06,C06)

L8.37(A29,A32,B07,B44,C0702,C1601) L8.21(A23,A33,B07,B53,C04,C07)

L8.42(A02,A33,B58,B82,C03,C07) L8.23(A23,A32,B18,B8101,C07,C08)

L8.45(A02,A68,B15,B44,C05,C14) L8.29(A02,A33,B35,B57,C04,C07)

L8.58(A26,A74,B37,B4901,C06,C07) L8.32

L8.77(A01,A29,B41,B53,C04,C07) L8.44(A02,A74,B07,B15)

M1.31(A02,A33,B15,B44,C03,C14) L8.45(A02,A68,B15,B44,C05,C14)

MS.01.4760i(A25,A32,B08,B14,C07,C08) L8.52(A31,A68,B53,B57,C04,C07)

PP.701.121(A23,A33,B4901,B58) L8.57(A23,A24,B15,B40,C02,C03)

CR.0007t F7.65(A24,A66,B35,B39,C04,C12)

CTR.10(A11,A25,B08,B27,C02,C07) L8.45(A02,A68,B15,B44,C05,C14)

DS.680.224(A34,A74,B57,B57,C07,C08) L8.46(A23,A32,B35,B45,C04,C17)

F7.01

F7.04

F7.07(A29,A30,B15,B35,C02,C04)

F7.23(A23,A30,B42,B57,C17,C17)

F7.36(A02,A24,B0720,B44,C05,C07)

F7.40

F7.42(A03,A31,B44,B57,C07,C16)

F7.49

F7.55

F7.62(A01,A02,B07,B3512,C04,C07)

F7.66(A24,A30,B15,B42,C03,C17)

F7.81

F7.84

F7.88

FCH.2000-06(A11,A11,B14,B57,C06,C08)

FL-REF(A0301,A24,B07,B15,C01,C07)

HC.661.005(A33,A33,B07,B58)

IC.670.525(A29,A36,B42,B58)

L8.01(A23,A26,B38,B42,C12,C17)

L8.107(A29,A68,B40,B52,C02,C15)

L8.113(A02,A23,B44,B58,C04,C06)

L8.114

L8.117

L8.124(A02,A29,B14,B58,C07,C08)

L8.129

L8.13(A02,A26,B35,B51,C12,C1502)

L8.138

L8.140

L8.145

L8.153

L8.157

L8.19(A02,A23,B45,B45,C06,C06)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.27(A02,A33,B07,B44,C03,C1505)

L8.45(A02,A68,B15,B44,C05,C14)

L8.46(A23,A32,B35,B45,C04,C17)

L8.52(A31,A68,B53,B57,C04,C07)

L8.58(A26,A74,B37,B4901,C06,C07)

L8.77(A01,A29,B41,B53,C04,C07)

L8.84(A23,A33,B44,B53,C04,C04)

M1.31(A02,A33,B15,B44,C03,C14)

PP.701.121(A23,A33,B4901,B58)

L8.153

L8.157
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48 Reactive Peptides Mapped on Reference Sequence (B Consensus)

Figure 49: Nef aa 101–200 (3/4)
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IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPRef_B

-H--R--------I---------X--------V---------Y-------D-I----K---T-----V---------R---E-R---------V------HXB2R
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPA02
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPB07
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC03
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC04
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC06
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC07

L8.18(A26,A6802,B07,B53,C07,C07)

L8.19(A02,A23,B45,B45,C06,C06)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.29(A02,A33,B35,B57,C04,C07)

L8.35(A24,A24,B0720,B40,C03,C0702)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.45(A02,A68,B15,B44,C05,C14)

L8.46(A23,A32,B35,B45,C04,C17)

L8.52(A31,A68,B53,B57,C04,C07)

L8.57(A23,A24,B15,B40,C02,C03)

L8.60(A23,A33,B07,B35,C04,C15)

L8.77(A01,A29,B41,B53,C04,C07)

L8.84(A23,A33,B44,B53,C04,C04)

L8.99(A24,A26,B51,B58,C06,C15)

M1.34(A02,A11,B35,B44,C04,C05)

MS.01.4760i(A25,A32,B08,B14,C07,C08)

RR.610.121(A23,A68,B15,B45,C03,C08)

EB.570.825(A0202,A03,B53,B57)

F7.07(A29,A30,B15,B35,C02,C04)

F7.14(A23,A74,B08,B14,C07,C08)

F7.17(A01,A74,B15,B53,C02,C04)

F7.23(A23,A30,B42,B57,C17,C17)

F7.28(A02,A02,B07,B53,C06,C07)

F7.33(A02,A30,B35,B35,C04,C04)

F7.48

F7.49

F7.50(A26,A68,B15,B38,C01,C12)

F7.55

F7.62(A01,A02,B07,B3512,C04,C07)

F7.63(A24,A30,B15,B18,C01,C07)

F7.65(A24,A66,B35,B39,C04,C12)

F7.66(A24,A30,B15,B42,C03,C17)

F7.68(A02,A02,B15,B53,C03,C04)

F7.74(A23,A33,B45,B53,C04,C16)

F7.80

F7.84

FL-REF(A0301,A24,B07,B15,C01,C07)

GB.720.116

L8.01(A23,A26,B38,B42,C12,C17)

L8.05(A2,A24,B07,B44,C05,C0702)

L8.07(A02,A31,B35,B51,C04,C1601)

L8.10(A2,A30,B07,B78,C0702,C1601)

L8.113(A02,A23,B44,B58,C04,C06)

L8.119

L8.128

L8.13(A02,A26,B35,B51,C12,C1502)

L8.139

L8.145

L8.156

L8.157

L8.158

L8.19(A02,A23,B45,B45,C06,C06)

L8.21(A23,A33,B07,B53,C04,C07)

L8.23(A23,A32,B18,B8101,C07,C08)

L8.29(A02,A33,B35,B57,C04,C07)

L8.32

L8.35(A24,A24,B0720,B40,C03,C0702)

L8.37(A29,A32,B07,B44,C0702,C1601)
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1.14 Nef 49

Figure 50: Nef aa 101–200 (4/4)
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IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPRef_B

-H--R--------I---------X--------V---------Y-------D-I----K---T-----V---------R---E-R---------V------HXB2R
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPA02
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPB07
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC03
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC04
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC06
IYSQKRQDILDLWVYHTQGYFPDWQNYTPGPGIRYPLTFGWCFKLVPVEPEKVEEANEGENNSLLHPMSLHGMDDPEKEVLVWKFDSRLAFHHMARELHPC07

L8.44(A02,A74,B07,B15)

L8.45(A02,A68,B15,B44,C05,C14)

L8.52(A31,A68,B53,B57,C04,C07)

L8.60(A23,A33,B07,B35,C04,C15)

L8.62(A02,A03,B35,B4901,C07,C1601)

L8.77(A01,A29,B41,B53,C04,C07)

L8.96

M1.31(A02,A33,B15,B44,C03,C14)

M1.34(A02,A11,B35,B44,C04,C05)

MF.480.521

PR.LS.14(A02,A03,B07,B44,C05,C07)

RR.610.121(A23,A68,B15,B45,C03,C08)

L8.60(A23,A33,B07,B35,C04,C15)

L8.62(A02,A03,B35,B4901,C07,C1601)

L8.77(A01,A29,B41,B53,C04,C07)

L8.79(A02,A32,B15,B44,C05,C07)

L8.96

L8.98(A33,A68,B15,B53,C03,C04)

M1.34(A02,A11,B35,B44,C04,C05)

MF.480.521

RR.610.121(A23,A68,B15,B45,C03,C08)

Figure 51: Nef aa 201–206 (1/1)

206

EYYKDCRef_B

--F-N-HXB2R
EYYKDCA02
EYYKDCB07
EYYKDCC03
EYYKDCC04
EYYKDCC06
EYYKDCC07

AAA(A11,A68,B51,B57,C01,C12)

AS01.01601

F7.55

FL-REF(A0301,A24,B07,B15,C01,C07)

L8.116(A02,A26,B08,B40,C03,C07)

L8.124(A02,A29,B14,B58,C07,C08)

L8.37(A29,A32,B07,B44,C0702,C1601)

L8.60(A23,A33,B07,B35,C04,C15)

L8.77(A01,A29,B41,B53,C04,C07)
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